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Supplementary dataset S3: ID number and sequence in fasta format of the 15 candidate loci with
higher absolute difference between mean number of shared alleles per locus among fused and
non-fused intercolony pairs.

>2126

AAACASAACCTTATTCCTTTTTAAACCAGTGAAAAAAAYGATCTTTTTGTAATATTGCAAAATATCCTTCTCTG
TTTGCTTTATTGATTTTTTAATTGAATATCACGTCATKCTTATCRMACCACCTAYAAYTAAAATTGTTGGAATA
WAATTGGAATTTCGTACAAAATTTATGGTACTGTAAATTTTCGCTTTYTTCA

>3784

GAACTAAAAGCAAGAAAACGTTTTCTCTTTTTATTTGAGTTTGCAGTTGCTCAAAGTTAGGCGCATGAAAGA
GCAGGTAATCTTGAGTATTTTTGTCTTCAAGTTAGGCGCATGAAAGAGCAGGTAATCTTGAGTATTTTTGTC
TTCCATGACTCCAACGAGASCCGAGAGGCACTTTTTTGGCTCAGGAGTCAGTCATG

>8985

CTTAAAYGTTTGTAAAAACGCACGATATTGTAGTAATCAAAACAATTGGATAACAGCTATAAATKGAACTTC
GACGAAATTATACCTGTTTACTAAGCCAATTGTTGCAGGCTCTTGAAGTAAAAAAAATTTTCAACTTTGCTCA
CTTTTAGTTCTTCTGCTTCTAGTCCTAAACTTGTCTCTGGACGTTTTGTCAAGTT

>9280

ATTATAACGTCARGTGATAAATAATGAGAAAAACTTGGTCATYTTCCATTCTTTTGTATGAAAGATTTTCTTCT
GTGGGGTTGTGAATGTTGTTTTATTTTGAAAGATTTTCTTCTGTGGGGTTGTGAATGTTGTTTTATTTTAGAC
TTTGTTATAGGAACATAATAATAAACAGTAAATCAATCGGCAAGAAACGCAGG

>11438

GAAAATTTTGGTTAAACTTATTTTITGGTGTTTKYTTGCAAACCTATTAACCAAATTATGCAAAAAATTGCTGTC
AGAGATCATATTCCACGGAGTGAAAGCTGGTCGCAGAGCAAGATTTGTATGAAATTTGTTTTATTGTCCGAT
AGTGCAAAATGTATGCAYTATATTTTCACTTATATGTTTGAGATGTAAATGTTG

>23738

CCTGYACYACAAACCACAAATKCTATCGAGTACAGAAGTTCTAGCAGTTTCATATTCTTTGAGCAATCAAACA
CGGACTATAWTWTTATCTGGGCTTCATGAGCAATCAAACACGGACTATAWTWTTATCTGGGCTTCATGAA
TATTTTRAAATGAAATAGCGTTTTCATCTTCAATGTATCATAGTTTAGGATGACAGC

>24274



CCAAAAGAACTCTGGGAAGATCCAAATCAATGGAATCAATGGAAGWAGGTGCTTTCGTKGTCCAAGTTTG
ACCGGATGAAAGYACGACCAATTTAGCCGCAATCAATGGAATCAATGGAAGWAGGTGCTTTCGTKGTCCA
AGTTTGACCGGATGAAAGYACGACCAATTTAGCCGCAAGAGGGCGYGCGTCCAACAAATC

>27281

ACATCAACACCGCRTATTAAAAGACTACGGATTAGAAAATGAATTTAATAAAACCGAAACAACTTGATGCAA
AAAGCGTAGTATTCGAKTTTTGTAAAAACAAAAAGCGTAGTATTCGAKTTTTGTAAAAACGATAAAATGCTT
AAAAGAAAAATGTAAAAACTTGAAACCTCTATTCTTCTTCCAGTTTGTACCATCAA

>27932

TGGTCAATTTTATTAAGAAAATAAATAAATTCAAAACTAAGAGCAGCACGAAGAAAAACACTACGAAGACA
TCTATTTACTAACATCTAAGATTTCATAAACATCTAAGATTTCATAATYGCCAGCATTGTRGTAAGAGATTTCT
TGAAAGGAGAGCTGGTTTCTTTTGAACTTGATAACGTCAGACGGGCCAAAGCATT

>33463

CAATGCCGTCACCAGAGCAAGCGAAGTGAARGAAAACCAAGTGAAAGGAAGGARCACAARCATTTGATTG
ACCTTAGAGAGACATCGTCGTTTCCGAGTCAATCAAGGGCGCTCGTAGACATTTTTGCAACGGGCAAATGTT
TTTTGGATAAAAAGAAAAGTGAAACTGRTGCTTTTGAAAACGCTATCATTGCAACAAC

>35804

CCTTCCTGACAAAAACAAACAATGCTTTCGGYAAATAAGAGTCAAACCATTATCACAAGGTCCAAAATCCGA
GATGCTAACCGCTACAGCACGGCAACCTCAACCTGGTTCTGTTTGTAATTTACGGTACTAGTGTTTTCGATTT
TCCTGTTTCGGCCTGATAAAATAGAAAACYTTCCRTAAAATAAGATAGAAAACMT

>36446

TTGATTAGATAAAATGCAATCATAGATGTTGAACTTCAAAGACTTTTTTYTTGTTTCGTTTAAAAAACTTTGAT
TGATTAATTGCGTCAATTCACCGACAYAAATCATTTAGAGTATAATCCATTGTGAATCGCTTCGCGGCAAAA
ATTCATTGTTTGGCTTTGAGAGACACRAAATTCAATGCCTCAACTCGGTCTATG

>38223

AAACAACTATCACACAGCATCACACTACTTTATCACCAACACAAGATGTCAGCAGSGTCTCAACAGCAACCC
AAGAAACAACAACTAAACTCTTTTTGCAACATCAACCACACTTGATTTAACAAGACTTTTAACAACTGYAAGC
ATGAGTACAAAGTCAACATTACCACAGTTTATCACTGAAACAACAATGCCAACAA

>39173

GTAGCTGAGAAATGATCTTTTGTAATTGTAGCTCTTCTTAATCTTCAGGAGCCTTGAAGWACGTGCCATACG
CGGAAGATCAAGCCTTGTTTCGAACTCAACTTGAAAAGCAGATTTCGTTGTTTTGAAACAAACGACTTTACT
CGGGCGGAARCAAAAGGAKACTGTTTCAGTTGGGTTATTTTTTTGCCGAGTCGCCT

>42739

TTGATTTTRGCTCTTTCGATGTGGATGGTTCAGCTTCCATTATTAAATCAAAACTTCACTTCTCTACACTAGGC
TACTAAGCTACTTTAGAATCAATTCAAGTTAGATAATGAAAACAAAACAAACTAAACAAAAACTCAACTCAA
TGTAAAATCATACTGATAACAATAATGTAACTCCTAAKTCTTGAATCATATCYC



