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Supplementary FigurePlant hormone signal transduction
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Phenylpropanoid biosynthesis

[image: 苯丙素和类黄酮生物合成—1.11]
















T2
T3
T4
T1




Pentatricopeptide repeat Protein
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Figure S1. Heatmap of DEGs involved in plant hormone signal transduction, phenylpropanoid biosynthesis and pentatricopeptide repeat protein.
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