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Supplementary Table S1. Characteristics of standard curve generated by amplification of the

serial dilutions of standard DNA.

Standard template NS Cq(AR) Cq(AR) Cq(AR) Cq(AR) Cq(AR)
No Setl Set2 Set3 av. SD
1 1.00e+008 10.02 10.15 10.20 10.13 0.09
2 1.00e+007 13.50 13.58 13.42 13.50 0.08
3 1.00e+006 17.18 17.39 17.34 17.30 0.11
4 1.00e+005 20.44 20.45 20.72 20.54 0.16
5 1.00e+004 23.99 2432 24.42 24.24 0.23
6 1.00e+003 27.60 27.38 26.96 27.31 0.33
7 1.00e+002 30.15 30.84 30.80 30.60 0.39
8 1.00e+001 3232 33.17 35.66 33.72 1.74
9 1.00e+000 39.38 34.87 - 37.12 3.19

Characteristics of the standard curve (produced by Agilent Aria Software v1.3)

E [%] = 98, R*=0.99, S = -3.37, Yin: = 37.32

NS — initial concentration of standard DNA [copies/uL]

Cq (AR) set1-3 — Cq values obtained for particular set of replicates

Cq (AR) av. — average Cq values obtained from three sets of replicates
Cq (AR) SD — standard deviation obtained from three sets of replicates
E — the amplification efficiency

R? — the correlation coefficient

S — slope of the standard curve

Yint — the y-intercept for log(N) = 0

Supplementary Table S2. Summary result of T. gondii qPCR performed for vegetable
samples collected from open markets in the Xining City, Qinghai Province, P.R. China.

F;S%E\l/ee CaRy - Catiy - CaR) - Caldl) - CadR) NPav. OCsav.  SCSav.  CCav.
32 3155 3168 3160 3161 0.06 4.946+001 17 34 136
50 2790 2772 2159 2174 0.15 6.99¢+002 25 50 200
61 1750 1741 1750 17.47 0.05 7744005 27640 55280 221120
140 2059 2047 2053 2053 0.06 9.566+004 340 683 2730
192 3473 3417 334 3410 0.66 9.666+000 03 0.69 276
203 2167 2178 2174 2173 0.06 7.006+002 25 50 200
212 1741 1747 1765 1751 0.12 7564005 27000 54000 432000
229 321 3080 3165 3122 0.42 6.646+001 24 48 19.2
254 3055 3044 2990 3023 0.29 12964002 46 92 36.8
265 33.93 - 3843 36.18 3.18 5.306+000 0.8 0.36 144

Cq (AR) 1-3 — Cq values obtained for positive vegetable samples in gPCR run in triplicate together with standard curve

Cq (AR) av. — average Cq values obtained from triplicates of positive vegetable samples

Cq (AR) SD - standard deviation obtained from triplicates of positive vegetable samples

NP — initial copy number (number of copies of T. gondii B1 gene) present in positive vegetable samples calculated based on standard curve
OCS — calculated equivalent of initial number of T. gondii oocysts present in positive vegetable samples

SCS — calculated equivalent of initial number of T. gondii sporocysts present in positive vegetable samples (OCS x 2, one oocyst consist of
two sporocysts)

CCS — calculated equivalent of initial number of T. gondii cells (sporozoites) present in positive vegetable samples (OCS x 8, one oocysts
consist of two sporocysts filled with four sporozoites each)



Supplementary Table S3. Results of inhibition test performed for Toxoplasma gondii
positive vegetable samples collected from open markets located in Xining City, Qinghai
Province, P.R. China.

Number of template Cq (AR) for IPC
32 15.12
50 15.37
61 15.15
140 15.32
192 15.09
203 15.58
212 15.69
229 15.32
254 15.39
265 15.26

IPC — internal positive control
Cq (AR) IPC - Cq values obtained after amplification of internal positive control (IPC)

Supplementary data for internal positive control (IPC) used in the study

DNA extracted from laboratory strain of Acanthamoeba spp. cultivated axenically in
the laboratory of the Department of Tropical Parasitology, Medical University of Gdansk was
used to construct IPC. Briefly, a 180 bp fragment of 18SrRNA gene of Acanthamoeba spp.
was amplified using primers AcantF900 and AcantR1100 ® and cloned into a plasmid.
Detection of IPC was performed with real-time PCR using TagMan probe labelled with 5'

Cy5/3'BHQ3 fluorophores under amplification conditions described in the manuscript.
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