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Quaternary ice sheets and sea level regression drove divergence in a marine gastropod along Eastern and Western coasts of South America
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[bookmark: _GoBack]Figure S1. General maximum parsimony mtDNA haplotype network obtained from 625 Siphonaria lessonii sequences comparing cluster membership (C1 & C2) vs region of collection (R1 & R2). Where R1 = Chile-Peru province and R1 = Magellanic + Argentina provinces. 
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Figure S2. Proportion of Siphonaria lessonii specimens belonging to genetic cluster C1 (red) and genetic cluster C2 (blue) in each locality across the species distribution in South America.
[image: S2%20pies%20clusters.png]











































Figure S3. General maximum parsimony nucDNA (ITS1 & ITS2) network obtained from 45 Siphonaria lessonii individuals. Sequences are represented by a colored circle indicating the locality where they were collected. The size of each circle is proportional to its frequency in the complete ITS data set. For graphical purposes, the main genetic clusters (C1 & C2) are confined within dashed-line rectangles.
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