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Fig. S1
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Supplementary Fig. S1. Amino acid sequence alignments of variable domains (VH and VL). Amino acid sequences of variable regions for three mouse anti-KIFC1 antibodies (2C281, 6C407, and 10C358) and a pseudo mouse sequence are aligned. The positions of complementarity determining regions (CDRs) and framework regions (FRs) are indicated according to the ImMunoGeneTics (IMGT) numbering system.







Fig. S2
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Fig. S2. Amino acid sequences of the KIFC1 protein and epitopes recognized by antibodies. The epitope sequences recognized by 6C407, 2C281, and 10C358 antibodies are indicated by red, blue, and green amino acids, respectively. 


Fig. S3. Raw western blot of Figure 1d
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Fig. S4. Raw western blot of Figure 3b
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Fig. S5. Raw western blot of Figure 4f 

[bookmark: _GoBack][image: ]

Fig. S6. Raw western blot of Figure 5f
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Fig. S7. Raw western blot of Figure 5g
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MDPQRSPLLE VKGNIELKRP LIKAPSQLPL

KITTSHPRVP SLTTVPQTQG QTTAQKVSKK
2C281 epitope
(amino acid 70-81)

GVPPMAGGKK PSKRPAWDLK GQLCDLNAEL
LGTERTTLEG HLAKVQAQAE QGQQELKNLR
RRGIMSQLEE KERRLQTSEA ALSSSQAEVA
HNQLQELKGN IRVFCRVREV LPGEPTPPPG
SGAPAPPTRH DFSFDRVFPP GSGQDEVFEE
EGGPGGDPQL EGLIPRALRH LFSVAQELSG
QGGECEIRRA GPGSEELTVT NARYVEVSCE
VFQLQISGEH SSRGLQCGAP LSLVDLAGSE
LVIMALSNKE SHVPYRNSKL TYLLONSLGG
NQCVIGTAQA NRK

SGSRLKRRPD QMEDGLEPEK KRTRGLGATT
6C407 epitope
(amino acid 43-54)
TGPRCSTAIA TGLKNQKPVP AVPVQKSGTS
10C358 epitope
(amino acid 99-110)
KRCRERTQTL DQENQQLODQ LRDAQQQVKA
ACVLELEERL STQEGLVQEL QKKQVELQEE
SLRQETVAQA ALLTEREERL HGLEMERRRL
LLLFPSGPGG PSDPPTRLSL SRSDERRGTL
IAMLVQSALID GYPVCIFAYG QTGSGKTETM
QGWTYSEVAS YVEIYNETVR DLLATGTRKG
KEVDALLHLA RONRAVARTA QNERSSRSHS
RLDPGLALGP GERERLRETQ AINSSLSTLG
SAKMIMFVNI SPLEENVSES LNSLRFASKV
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