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Supplementary Table S1. Details of the differential SNPs found in the variants of Callao-1 strain

Ref. |Variant| @ [N [N || =2 |a|m| T |« Essential | Synonymous
Position : QIQ|IQ|Q|E|E| E|Z| E|Genename : ynonymo Function
allele| allele | ||| |S|S|S|S|S gene? change?
1G1068
1175720 C T T|Cc|c|fc|c|jc|c|fc|CcC (Rv1051c-
Rv1052)
1183195 C T T|C|c|c|c|c|c|c)|C Rv1059 No Yes (Leu>Leu) |hypothetical protein
1G847
924872 C T c|T|T]|T|]C|C|C|C]| C]| (RvO831c-
Rv0832)
1259011 C T c|T|c|T|]C|C|C|]C]|C Rv1132 No No (GIn>Stop) |hypothetical protein
1G2341
2579208 G T G| T|G|T|G| G| G| G| G| (Rv2307c-
Rv2307A)
1G3176
3491767 C T c|T|fc|jcyjcjc|jc|cy|c (Rv3125c-
Rv3126¢)
1G2135
2365238 A G G|G|G|G|A|A]|]A|A]| A]| (Rv2104c-
Rv2105)
1G2810
3075520 C T T|T|T|T|C|]C|]C|C]|C (Rv2765-
Rv2766¢)
HTH-type t iptional
562874 T c |tlTlTlTlclc|T|T|T| RVO472¢ No No (Asp>Gly) ype transcriptiona
regulator
1G1111
1220204 G C G|G|G|G|C|C|C|G]| G| (Rvi092c-
Rv1093)
RV1163 respiratory nitrate
1292912 G C G|G|G|G|G|G|C|G|G (nar)) No No (Gly>Arg) [reductase subunit delta
Nar)
HTH-type t iptional
1761528 C T |clclclclclc|lT]|c|c| Rrvisse No | No (Arg>Trp) ype transcriptiona
regulator
4215419 G C G|G|G|G|G|G|C|G|G Rv3770c No Yes (Gly>Gly) |hypothetical protein
I1G59
63897 G T G|G|G|G|G|G|G|T| G| (RvOO59-
Rv0060)
310013 G C G|G|G|G|G|G|G|C|G Rv0257 No No (Trp>Cys) |hypothetical protein
1088782 C G cycfcjcycjcyjcy|iag|c
Rv0976¢c No No (Ser>Ala) |hypothetical protein
1088783 | T | C | T|T )| T|T|T|T|T]|C|T




Ref. |Variant| 2 [N [N || =2 |a|m| TS|« Essential | Synonymous
Position : CIQ|IQ|Q|E|E| E|Z| E|Genename : ynonymo Function
allele| allele | ||| |S|S|S|S|S gene? change?
adhesion component
t rt
1102878 T c [Tt v| 7| Ttlc|T]| Rvoos? No | No(PhesLeu) | o"°P° ,
transmembrane protein
ABC transporter
1552588 C G cyjc|jc|jecjecjc|cyaGg|c Rv1378c No No (Ser>Thr) |hypothetical protein
Rv1475
1663350 G A G|G|G|G|G|G|G|A|G \Iacn)c Yes Yes (Val>Val) |aconitate hydratase
Rv1704 D-seri lani lyci
1931025 A c |alalalalalalalclal "V No | No (llesMet) |P-Serine/alanine/ glycine
(cycA) transporter protein CycA
Rv2920
3232239 T c |tlTlTlT|T|T|T]|c]|T ‘('amt)c No No (Lys>Glu) [ammonium transporter
Rv3261 LPPG:FO 2-phospho-L-
3641119 T c |ttt T]c]|T VS No No (Ser>Pro) Phospho
(fbiA) lactate transferase
Rv3826
4300429 A G AlAJA|JA|[A|A|]A|G]|A No Yes (Val>Val) |acyl-CoA synthetase
(fadD23)
Rv0005 DNA bunit B (F
6579 C A |clclclclclclclclal ™Y Yes | No(sersTyr |DVA8YrasesubunitB (FQ
(gyrB) resistance)
507612 G A G|G|G|G|G|G|G|G]|A Rv0421c No Yes (Ala>Ala) |hypothetical protein
1G492
577617 T G T|T|T|(T|IT|T|T|T|G (Rv0487-
Rv0488)
1347599 G A G|G|G|G|G|G|G|G]|A Rv1204c Yes Yes (Ala>Ala) |hypothetical protein
1604091 C T cyc|jc|jcjcjcf|cycyr Rv1428c No Yes (Leu>Leu) |hypothetical protein
Rv1872 L-lactate dehyd
2123145 C T |clclclclclclc|c|r] "V No No (Valslle) |- ocare denydrogenase
(IldD2) (cytochrome) LIdD2
4356770 G A G|G|G|G|G|G|G|G]|A Rv3878 No Yes (GIn>GIn) [hypothetical protein
RV2043c p.yraz.inam.idase/
2288859 A C D*|D*|[D*|D*| A[A| A|A|C (pncA) No No (Val>Gly) |nicotinamidas PNCA
P (PZase) (PZA resistance)
1G2062
2278495 T G G|G|G|G|G|G|G| T]| T]| (Rv2030c-
Rv2031c)
dehydrogenase/
365607 A C clc|lclclclc|lc|c|al| Rvo3os No No (Asp>Ala)
reductase
Rv0724
815835 T G G|G|G|G|G|G|G|G|T (\s/ppA) No No (Leu>Arg) |protease IV SppA

* D: deletion of 15pb (position: 2288853..2288867)




