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Supplementary Table 1. Samples used in the HRM reference optimisations 

 
 

 
 
 
 
 
 
 
 



Supplementary Table 2. Blind identification of DNA extracts 



 
 
Supplementary Figure 1: Distinct PCR-HRM melt rate profiles for Cheloniidae family 
species. Melt rate profiles are represented as change in fluorescence units with increasing 
temperatures (dF/dT) for (a) COI, (b) cyt b, and (c) 16S rRNA markers. 
 

 



 

Supplementary Figure 2: Normalised HRM profiles of representative reference samples 
extracted using different protocols. Normalised HRM profiles are represented as percent 
fluorescence for (a) COI, (b) cyt b, and (c) 16S rRNA markers. 


