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A 250 250K
: Live
< Lymphocytes 1 Cells
Omnk . ; c
? S
FSC-A Viablity Dye
B | con17+1Lcs C
- Isotypes
CDlla*  +«
p- c +
5 | e 5, CD1la*ILCs
O _ .
8. cp11al = CD117* ILCs
Cells 8 B CD11a'"%v cells
ENSC e

Supplementary Figure 1. PRLR expression by differentiating HSCs. HSCs were differentiated
for 21 days in the influence of cytokine cocktails that lead to ILCs differentiation (IL-3, IL-7, IL-
15, IL-23, SCF and FIt3L). (A and B) Cells were stained for CD11a and CD117, and the CD117*
ILCs, CD11a" ILCs and CD11a"" cells is shown in representative dot plots. (C) PRLR expression

of CD117* ILCs, CD11a* ILCs and CD11a"" cells is shown in representative histograms.
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Supplementary Figure 2. Acquisition of PRLR by HSCs of different sources. Freshly isolated
HSCs were differentiated for 4 days in the influence of cytokine cocktails that lead to HSCs
expansion (SCF, TPO, LDL and FLT3L). (A) Freshly isolated cord blood peripheral mononuclear
cells were stained for CD34 and PRLR, and representative dot plots is shown. (B) Bone marrow
(BM), cord blood (CB) and peripheral blood HSCs were stained for CD34 and PRLR, and
representative dot plots is shown for day 1 and day 4. Values show percentage of CD34"PRLR*

cells.
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Supplementary Figure 3. PRL influences CD34*PRLR* progenitors to enhance the
generation of CD56* lymphocytes. Bone marrow and cord blood CD34" HSCs were expanded
for 9 days using FLT3L, LDL, SCF and TPO. The CD34"PRLR" and CD34'PRLR" cells were
sorted by FACS followed by differentiation for 21 days with or without PRL. CD34"PRLR" and
CD34"PRLR" co-culture was done in a 2:1 ratios. (A) Representative histograms (n=3) for CD56
staining of bone marrow-derived differentiating CD34"PRLR" or CD34"PRLR+CD34*PRLR" co-
culture at day 21. Values represent percentage of CD56" cells. (B) Absolute number of CD56*
cells in bar graphs (n=3/group). (C and D) Day 9 sorted bone marrow- or cord blood-derived
CD34*PRLR" cells were either treated or untreated with PRL for 48 hrs. Quantitative PCR and
expression of SMAD7 (C) or TGFB1 (D) mRNA in PRL treated CD34"PRLR™ cells is shown
relative to its expression in untreated CD34"PRLR™ cells after normalizing to the expression of
GAPDH (n=3/group). (B-D) Data is shown as means + SD, One-way ANOVA (B) or paired t-

tests (C and D) and p-value is depicted.



