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Figure S1.1: Q-Q plot for GWAS analysis.

















[image: D:\Projects\AmoebicGillDisease\GWAS-AGD\FigureS1.2_ManhattanPlotAGD.tiff]Figure S1.2: P-values and position of top 2 significant SNPs of chromsome2.



Figure S1.3: Genes around the highest significant SNP of chromsome2.
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Figure S1.4: Heat map of Linkage disequilibrium values for the top 5 significant markers in GWAS analysis.














Table S1.1: Linkage disequilibrium values of top 5 significant SNPs of GWAS analysis.
	SNP-Ids
	AX-87975635
	AX-87017245
	AX-88266207
	AX-88137791
	AX-87970438

	AX-87975635
	1,00
	0,99
	0,00
	0,00
	0,00

	AX-87017245
	
	1,00
	0,00
	0,00
	0,00

	AX-88266207
	
	
	1,00
	0,77
	0,77

	AX-88137791
	
	
	
	1,00
	1,00

	AX-87970438
	
	
	
	
	1,00
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Figure S1.5: Manhattan plot after correcting positions using linkage and LD information
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[image: ]Figure S1.6: Distribution of P-values at chromosome 2 (Ssa02) after correcting positions.






Figure S1.7: Manhattan plot showing shrinkage of p-values using model with the addition of top significant SNP used as fixed effect.
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