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Supplementary File 1. Linkage Disequilibrium between SNPs rs737337 and rs2278246 

Allele frequency for A (rs737337) and B (rs2278246) 

 

Allele   Frequency 

A(T) p1 0.9041 

A-C p2 0.0959 

B(T) q1 0.0431 

B(C) q2 0.9569 

 

Haplotype frequency for A(rs737337) and B (rs2278246) 

 

Haplotype   Frequency 

A(T)B(T) x11 0.0390 

A(T)B(C) X12 0.8651 

A(C)B(T) X21 0.0041 

A(C)B(C) X22 0.0918 

 

Calculation of linkage disequilibrium (D) 

 

D = (x11)*(x22) minus (x12)*(x21) 

D= (0.390)*(0.0918) minus (0.8651)*(0.0041) 

D=0 

R2 = D2/p1*p2*q1*q2 =0 


