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Supplementary Table 1: The relationship of the rsp-profiles, serotypes and Sequence types of fish and pig GSB from Hong Kong wet markets
	Host
	Serotype (N)
	rsp-profile (N)
	Sequence type (N)
	Remarks

	Fish
	Ia (32/63)
	rsp-profile 5 (30/32)
	ST7 (14/30)
SLV of ST7 (1/30)
ST-Not available (15/30) 
	1. 93.7% of serotype Ia fish GBS belong to rsp-profile 5
2. 50% (15/30) serotype Ia, rsp-profile 5 fish GBS belong to ST7 or SLV of ST7

	
	
	rsp-profile 6 (1/32)
	ST-Not available (1/1)
	

	
	
	rsp-profile 7 (1/32)
	ST931 (1/1)
	

	
	III (1/63)
	rsp-profile 4 (1/1)
	ST862 (1/1)
	1. Sample size is too low to make a conclusion

	
	IV (1/63)
	rsp-profile 5 (1/1)
	ST7 (1/1)
	1. Sample size is too low to make a conclusion 


	
	V (4/63)
	New rsp-profile 7 (4/4)
	ST931 (1/4)     
ST-Not available (3/4)
	1. 6.3% (4/63) of fish GBS were serotype V and all of them belong to new rsp-profile 7. 
2. 25% (1/4) of serotype V, new sp-profile 7 belong to ST931

	
	Nontpeables (25/63)
	rsp-profile 5 (24/25)
	ST7 (3/24) 
ST-Not available (21/24)
	1. 39.6% (25/63) of fish GBS were nontypeabe by PCR method. 
2. 96% (24/25) of nontypeable fish GBS belong to rsp-profile 5 
3. 12.5% (4/24) of nontypeable, rsp-profile 5, fish GBS belong to ST7  
4. Need in silico analysis on whole genome

	
	
	No ID (1/25)
	ST-Not available (1/1)
	

	Pig
	III (15/15)
	rsp-profile 4 (1/15)
	ST-Not available (1/1)
	1. 86.6%% of serotype III fish GBS belong to new rsp profile 8
2. 84.6% of serotype III, new rsp-profile 8 pig GBS belong ST651 

	
	
	rsp-profile 4_rsp-profile 31 (1/15)
	ST651 (1/1)
	

	
	
	New rsp-profile 8 (13/15)
	ST651 (11/13)
ST862 (1/13)
ST-Not available (1/13)
	



