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Supplementary Table 1. The summary of the mRNA-seq data
	Sample ID
	Clean reads (Mb)
	Clean Reads Q20(%)
	Clean Reads Q30(%)

	C-S315-B_R1
	53.14
	96.27
	92.25

	C-S315-B_R2
	34.40
	96.04
	91.81

	C-S315-B_R3
	37.45
	95.81
	91.69

	T-S315-B_R1
	55.77
	96.77
	92.82

	T-S315-B_R2
	42.62
	96.48
	92.44

	T-S315-B_R3
	43.66
	96.84
	93.11

	C-S315-A_R1
	47.10
	96.66
	92.79

	C-S315-A_R2
	38.01
	96.53
	92.61

	C-S315-A_R3
	46.29
	96.4
	92.28

	T-S315-A_R1
	50.36
	97.71
	92.58

	T-S315-A_R2
	55.30
	98.75
	95.42

	T-S315-A_R3
	38.92
	97.71
	92.6

	C-S47-B_R1
	38.51
	97.84
	92.99

	C-S47-B_R2
	48.25
	98.81
	95.66

	C-S47-B_R3
	48.25
	98.81
	95.66

	T-S47-B_R1
	54.55
	97.68
	92.56

	T-S47-B_R2
	66.64
	98.72
	95.38

	T-S47-B_R3
	62.64
	98.72
	95.38

	C-S47-A_R1
	55.20
	97.8
	92.85

	C-S47-A_R2
	43.40
	97.78
	92.85

	C-S47-A_R3
	43.54
	97.73
	92.7

	T-S47-A_R1
	42.04
	97.72
	92.66

	T-S47-A_R2
	43.25
	98.74
	95.46

	T-S47-A_R3
	43.25
	98.74
	95.46































S47 note Cd high accumulative cultivar “Shendao 47”, S315 notes Cd low accumulative cultivar “Shennong 315”, “A” indicates the root node, “B” indicates the panicle node
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