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(A) The proportion of read counts from OTUs without the taxonomic name.
The distribution of the proportions resembled to each other disease
group at family rank [median (IQR): 2.0% (0.4 to 6.7%) in AAV and
2.0%(0.7 to 5.4%) in sarcoidosis].At genus rank, we observed difference
in the distribution between disease groups (median [IQR]: 10.7% [2.5 to
22.3%) in AAV and 15.0% [8.4 to 41.2%)] in sarcoidosis). At species
rank, the proportions were > 75% in the three fourth subjects of each
disease group.

(B) The number of taxa with the prevalence of 75, 90, 95, 97, 98, 99 and
99.5% in the HMP subjects. Each panel corresponds to each oral subsite
in the HMP dataset. In the panels in the upper and lower row, the taxa
were counted at family and genus rank, respectively.
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Figure S2

index

All the detected taxa
144 taxa at family rank

20 30 4o 50 60 70

Saliva inhabitant
10 taxa at family rank

Tongue dorsum inhabitant Hard palate inhabitant

10 taxa at family rank

11 taxa at family rank

Buccal mucosa inhabitant
9 taxa at family rank

5

5

5

70 20 30 do 50 60

5

1

70 20 30 40 50 60 70

Subgingival plaque

c Palatine tonsils inhabitant Throat inhabitant Supragingival plaque > "

8 11 taxa at family rank 9 taxa at family rank inhabitant inhabitant

= 9 taxa at family rank 10 taxa at family rank
(7] 5

|, s

0 4 .

S

[J]

> 3 3 5 s

£

70 20 30 4o 50 60 70 20 30 4o 50 60 70

Attached keratinized gingiva
4 taxa at family rank

Recovery percentage of BALF (%)

Figure S2. The bivariate relationship between the inverse Simpson index and the recovery percentage
of BALF (%) evaluated for each set of taxa of inhabitant in the respective oral subsites. The contour

lines are two-dimensional probability densities drawn based on corresponding kernel density estimate.
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Figure S3. The difference in the inverse Simpson index between sexes evaluated for each set of
taxa of inhabitant in the respective oral subsites. The width of the dots’ distribution was based on
corresponding kernel-density estimation with Gaussian-kernel. Each box denotes interquartile
range and each horizontal line in the middle of each box denotes median of corresponding

density estimates.
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Figure S4. The difference in the inverse Simpson index between smoking status evaluated for

each set of taxa of inhabitant in the respective oral subsites. The width of the dots’ distribution

was based on corresponding kernel-density estimation with Gaussian-kernel. Each box denotes
interquartile range and each horizontal line in the middle of each box denotes median of

corresponding density estimate.
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Figure S5. The difference in the inverse Simpson index between sexes and smoking status
evaluated for a set of taxa from which the “vagrants” was excluded. The width of the dots’
distribution was based on corresponding kernel-density estimation with Gaussian-kernel. Each
box denotes interquartile range and each horizontal line in the middle of each box denotes

median of corresponding density estimate.



Figure S6

Figure S6. To depict the branching of the clusters more clearly, the dendrograms of the subjects in the Figure

3, 5 and 7 were represented in polar shape.
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Figure S7. The difference in the inverse Simpson index between diseases evaluated for each set
of taxa of inhabitant in the respective oral subsites. The width of the dots’ distribution was based
on corresponding kernel-density estimation with Gaussian-kernel. Each box denotes interquartile
range and each horizontal line in the middle of each box denotes median of corresponding

density estimate.
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Figure S8. The effect of selecting respective sets of taxa of “inhabitant” contrasted with selecting them in

random drawing on the association between the a-diversity and the diseases. The number of the taxa in random
drawing were set to the number of taxa in corresponding “inhabitant” for respective bodysites. The

standardized U statistics were calculated for the difference in the inverse Simpson index between diseases. The
two blue triangles depict the standardized U statistics calculated from the inverse Simpson index for the taxa of

“hard palate inhabitant” (“observed”) and all of the detected taxa (“w/o selecting taxa’), respectively.
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Figure S9. The bivariate relationship between the inverse Simpson index and the BVAS for each set
of taxa of inhabitant in the respective oral subsites. The contour lines are two-dimensional probability

densities drawn based on corresponding kernel density estimate.
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Figure S10. The effect of selecting respective sets of taxa of “inhabitant” contrasted with selecting them in

random drawing on the association between the a-diversity and the BVAS. The number of the taxa in random
drawing were set to the number of taxa in corresponding “inhabitant”. The standardized U statistics were
calculated for the difference in the inverse Simpson index between diseases. The two blue triangles depict the

standardized U statistics calculated from the inverse Simpson index for the taxa of “hard palate inhabitant”

(“observed”) and all of the detected taxa (“w/o selecting taxa”), respectively.




