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[image: C:\Users\Nono\Downloads\GO_barplot_0.01_pt_gsat_asat_categorized_page-0001 (1).jpg]           Supplementary figure 1: GO term enrichment of differentially expressed genes between gluteal and abdominal SAT after (B) exercise training.
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Supplementary Figure 2: mRNA expression in isolated adipocytes and cells of the stromal vascular fraction (SVF) normalized to RPLPo. Data are presented as mean ± SEM; significant differences are marked with *(P < 0.05), **(P < 0.01) or ***(P < 0.0001). AU: arbitrary units; n: number of pairs of adipocytes vs SVF. 
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[bookmark: _GoBack][image: ]Supplementary Figure 3: Multidimensional scaling (MDS) plots of all samples, at both time points and in each adipose depot. FC: fold change; GSAT: gluteal subcutaneous adipose tissue; ASAT: abdominal subcutaneous adipose tissue; PRE: before exercise training; PT: post-exercise training.
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