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Supplementary information — Figure S1 - Frequency of kdr alleles in Aedes aegypti from
Brazil, considering the variations V10161 and F1534C in the voltage gated sodium
channel. Plots represent the Nav allelic frequency distribution of each population in the
three geographic clusters (please, see Supplementary Text S1). Alleles are NayS

(V1016 + F1534), NayR1 (V1016 + 1534C) and NayR2 (10161 + 1534C). Dots represent the
allelic frequency of each population and bars the median and quartiles distribution of the

respective allele.
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