ROR1 is upregulated in endometrial cancer and represents a novel therapeutic target.
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Supplementary Fig. S1. ROR1/2 expression in normal and tumour tissue in endometrial cancer patients. A: Expression of ROR1 in normal (n=23) and tumour tissue (n=360). The values in the table below showed the number of score 0, 1, 2, 3 in each tissue type. B: Expression of ROR2 in normal (n=23) and tumour tissue (n=360). C: Expression of ROR1 in the matched normal and tumour tissue (n=19). P values resulted from paired t-test (two tailed). The expression level of ROR1 in tumour tissue is significantly different from that in the adjacent normal tissue (p=0.020). D. Expression of ROR2 in the matched normal and tumour tissue (n=19). The expression level of ROR2 in tumour tissue is significantly different from that in the adjacent normal tissue (p<0.001). *Significant at p<0.05 level.
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Supplementary Fig. S2. ROR1/2 expression in endometrioid endometrial cancer patient samples stratified by grades. A: The expression level of ROR1 in endometrioid endometrial cancer patients was correlated with grade (p=0.019). The values in the table below showed the number of score 0, 1, 2, 3 in each grade. P values resulted from Chi-square or Fisher’s exact test indicated the significant level of the correlation. B: ROR2 expression did not differ significantly in different grades of the endometrioid endometrial cancer patients. 
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Supplementary Fig. S3. Kaplan-Meier analysis for ROR1 and ROR2 stratified by low (score 0,1) and high (score 2,3) in the complete cohort (n=330). A: Overall survival (OS) according to ROR1 expression. B: Progression free survival (PFS) according to ROR1 expression. C: OS according to ROR2 expression. D: PFS according to ROR2 expression. 
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Supplementary Fig. S4. ROR2 expression in Clinical Proteomic Tumor Analysis Consortium (CPTAC) Confirmation/Discovery cohort (n=131) stratified by endometrial cancer tumour grade adjusted from 1. Z-values represent standard deviations from the median across samples for the given cancer type. P values were obtained from unpaired t-test (2-tailed). *Significant at p<0.05 level. 
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[bookmark: _Hlk27659451]Supplementary Fig. S5. Flowchart of included and excluded sample size. The initial ANECS cohort included samples from 499 patients. We excluded 93 samples because of missing or insufficient tissue for scoring, 39 samples for no epithelium and another 7 due to unavailable clinicopathological parameters to form the clinical cohort of 360 patients. Then we further excluded 30 people as no time to death/progression data was available for survival analysis, resulting in the complete cohort (n=330) for survival analysis. 
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Supplementary Fig. S6. Full-length western blots imaged by the ImageQuant LAS4000 system (GE Healthcare Life Sciences, USA). Blots shown in Figure 4B were extracted from Blot 1A, 3A and 3B. Blots in Figure 5B were extracted from Blot 2A, 3A and 2B. Blot 4 and 5 were replicate blots of Blot 3. 
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