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Supplementary Figure S1  
 

Uncropped membranes from images in figure 1B. Red boxes indicate lanes included in figure in 

manuscript. Proteins were detected by AntiFlag antibody. Pictures were obtain by iBright™ FL1500 

Imaging System (Thermo Fisher Scientific). 
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Supplementary Figure S2  
 

Uncropped membranes from images in figure 3A. Red boxes indicate lanes included in figure in 

manuscript. Proteins were detected by antibodies against Exocyst complex component 2, Exocyst 

complex component 4, CLIP-associating protein 1, ATP citrate synthase, Ran GTPase activating 

protein 1 and Tubulin. Pictures were obtain by iBright™ FL1500 Imaging System (Thermo Fisher 

Scientific). 
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Supplementary Figure S3  
 

Uncropped membranes from images in figure 3B. Red boxes indicate lanes included in figure in 

manuscript. Proteins were detected by antibodies against Apoptosis-inducing factor 1, mitochondrial, 

BAG family molecular chaperone regulator 2, Prohibitin-2, Angiomotin, Prohibitin  and Tubulin. 

Pictures were obtain by iBright™ FL1500 Imaging System (Thermo Fisher Scientific). 
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