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Supplementary Fig. 1. a. The coding sequence of grlB and the locations of sgRNA1 (brown 
box) with PAM sequence, forward primer (green) and reverse primer (red).  Picture of SM KA 
plates with individual clones and PCR products from these selected clones.  b. Chromatogram of 
sequence of grlB from the clones of sgRNA1-mediated gene edition.   
 
Supplementary Fig. 2. a. The coding sequence of grlB and the locations of sgRNA2 (brown 
box) with PAM sequence, forward primer (green) and reverse primer (red).  b. Chromatogram of 
sequence of grlB from the clones of sgRNA2-meidated gene edition.   
 
Supplementary Fig. 3. a. The coding sequence of grlC and the locations of sgRNA1 (brown 
box) with PAM sequence, forward primer (green) and reverse primer (red).  Picture of SM KA 
plates with individual clones and PCR products from these selected clones.  b. Chromatogram of 
sequence of grlC from the clones of sgRNA1-mediated gene edition.   
 
Supplementary Fig. 4. a. The coding sequence of grlC and the locations of sgRNA2 (brown 
box) with PAM sequence, forward primer (green) and reverse primer (red).  b. Chromatogram of 
sequence of grlC from the clones of sgRNA2-mediated gene edition.   
 
Supplementary Fig. 5.  a. A schematic view of sgRNA1 and sgRNA2 targeting Dync1li1 gene.  
The yellow-shaded sequences show sgRNA1 or sgRNA2 sequences targeting the open reading 
frame of Dyncli1.  b. Dync1li1 gene edited by sgRNA1.  Under the label “DNA”, we show the 
sequencing results of the target regions of eight individual clones, which includes 4WT, N1-N4.  
Red letter indicates a substation of a nucleotide, a dash shows a deletion of a nucleotide, and blue 
letter shows an insertion of a nucleotide.  Under the label “Protein”, we show the translated 
protein sequences of WT and N1-N4.  Yellow-shaded sequences show the regions targeted by 
sgRNA1.  c.  Dync1li1 gene edited by sgRNA2.  Under the label “DNA”, we show the 
sequencing results of the target regions of ten individual clones, which includes three WT, N1-
N7.  Red letter indicates a substation of a nucleotide, a dash shows a deletion of a nucleotide, and 
blue letter shows an insertion of a nucleotide.  Under the label “Protein”, we show the translated 
protein sequences of WT and N1-N7.  Yellow-shaded sequences show the regions targeted by 
sgRNA2.  All mutant alleles contain in-frame (3n) mutations.     
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