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Gene

Symbol

Ref Seq 

Accession Forward Primer Reverse Primer Amplicon Length (bp)

Expected 

Amplification

 Efficiency

Ahcy NM_016661.3 ACCAGATGTCCCATCGCTTT  GCTCAGTGGGTAAGACCGTT 166 < 1.50

Bhmt NM_016668.3  GGCTAGGGAACTCTAGCTGC GGTGCCATCTTTCCGGTGTA 129 1.96

Cbs NM_144855.3 ATCCAATCACGAGACCAGGC GCAGTGACAACCCCAAACAC 104 >2.00

Comt NM_001111062.1 TTCTGGCCCATAAATGCTGTTG TGCACGAACTCAAACCAACC 120 <1.50

Gamt NM_010255.4 TTATTAAGAATCATGCCTTCCGCT AGGCACCTGCGTCTCCTC 134 <1.50

Gapdh NM_008084.3 GTGGACCTCATGGCCTACAT TGTGAGGGAGATGCTCAGTG 127 1.87

Gatm NM_025961.5 TGAAGACAAGGCCACCCATC TATTGGCCTTCACCTCCACTG 140 1.61

Gnmt NM_010321.1 GAAGAGGGCTTCAGCGTGAT GCACATCTTTGTCCAGCGTC 148 >2.00

Inmt NM_009349.3 CCTTCTCTACAGGAGGTGTAGG GTTCTGCGGGGTGTAGTCAG 128 >2.00

Mat1a NM_133653.3 AGGAGCTGAAGGAAGTCCGA GGGCAAAGAGGGAGATAGCG 196 1.98

Mat2a NM_145569.5 CTGGGGTCATTGTCAGGGAT CCTACGCCAACAAGTCTGGG 157 1.74

Nnmt NM_001311062.1  AATCAAGCAGGAACCTGGGC CAATGGTGTAACCGGCCTCT 165 1.68

Pemt NM_001290011.1 AATATCGACTTCAGGCAGGCT GAATAGCAGGCTAGGTGGGG 197 < 1.50

Sardh NM_138665.2  GGCACTGTTTGGACTTGCAG AGGGCTCCTGTACCTTAGTCT 125 1.60

Table S1.  Forward and reverse primer sequences ((5' -> 3') used for qRT-PCR analysis.


