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Supplementary figure S2. Overall expression stability confirmation of RefFinder, which combines 

NormFinder, GeNorm, BestKeeper and the comparative delta-Ct method, in muscle and spleen 

tissue at three days (d3) following surgery. 
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Supplementary figure S1. mRNA expression of Ccl4 and Ccl6 in the hypothalamus confirming 

neuroinflammation following TBI. *p<0.05 Mann-Whitney-U-Test vs. control 


