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Supplementary Table S1. Clinical characteristics of CRC patients
from the FECSU cohort in relation to levels of P. micra in faeces.
High Low

n=23 n=15 P-value

Age (%)

<59 1(43) 3(20.0) 0.041
60-69 11(47.8) 1(6.7)

70-79 9(39.1) 8(53.3)

>80 2(8.7) 3(20.0)

Gender (%)

Female 11 (47.8) 7 (46.7) 0.944
Male 12 (52.2) 8(53.3)

Location (%6)

Right colon 7(304) 47 OO
Left colon 10 (43.5) 7 (46.7)

Rectum 6 (26.1) 4(26.7)

Stage (%)

| 1(43) 1(7.1) 0.936
I 12 (52.2) 8(57.1)

1 5(21.7) 3(21.4)

\Y, 5(21.7) 2(14.3)




Supplementary Table S2. Clinical characteristics of CRC patients
from the U-CAN cohort in relation to levels of P. micra in faeces
High Low

n= 135 n=103 P-value

Age (%)

<59 19 (14.1) 22(21.4) 0.205
60-69 56 (41.5) 31(30.1)

70-79 42 (31.1) 38(36.9)

>80 18 (13.3) 12(11.7)

Gender (%)

Female 52 (38.5) 43(41.7) 0.614
Male 83 (61.5) 60 (58.3)
Location (%0)

Right colon 24 (17.8) 24(23.3) 0.575
Left colon 24 (17.8) 17 (16.5)

Rectum 87 (64.4) 62 (60.2)

Stage (%)
| 21 (16.5) 25(25.5) 0.351
I 48 (37.8) 29 (29.6)
i 37(29.1) 28(28.6)
v 21 (16.5) 16 (16.3)




Supplementary Table S3. Primers and probes used for quantitative real-time PCR.

Forward Reverse Probe

P. micra 5'- AAGAATGGAGAGAG | 5'- TTGTGATAATTGTG 5'- FAM- AACTCAAGATCCAGA 1
TTGTTAGAGAAAGAA - 3’ | AAGAACCGAAGA - 3’ CCTTGCTACGCCTCA - BHQL - 3’

F.nucleatum | 5’- CAACCATTACTTTA 5'- GTTGACTTTACAGAAG 5'- FAM- TCAGCAACTTGTCCTTCT 2,3
ACTCTACCATGTTCA-3' | GAGATTATGTAAAAATC -3° | TGATCTTTAAATGAACC - BHQ-1 -3’

clbA 5°- ATGAGGATTGATA 5°- GGTTTGCCATATTTGCA | SYBR Green | 4,5
TATTAATTGGACA -3 CGTAC -3’

16S rRNA 5°- GGTGAATACGTTCC 5°- TACGGCTACCTTGTTA SYBR Green | 2,6,7

CGG -3’

CGACTT -3’
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