Supplementary Table 3. Frequency of IDH1/2 mutation in intrahepatic cholangiocarcinoma according to the number of methylated genes
	No. of methylated genes
	IDH1/2

	
	Wild
	Mutation

	0
	5
	0

	1
	22
	0

	2
	34 (97.1%)
	1 (2.9%)

	3
	36
	0

	4
	25
	0

	5
	23 (88.5%)
	3 (11.5%)

	6
	5 (45.5%)
	6 (54.5%)

	7
	6 (66.7%0
	3 (33.3%)

	8
	0
	3



