Metagenomic analysis of human-biting cat fleas in urban northeastern United States of America reveals an emerging zoonotic pathogen
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Table S1. BLASTn top hit output and taxonomic assignment for metagenome scaffolds. Hits derived from the C. felis genome17 and not the NCBI 'nt' database are prefixed with “CFELIS”.

Table S2. C. felis mitochondrial scaffold (NODE_28) annotation table.
