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Suppl. data 1: Frequency of mutations for HRAS, FGFR3, PIK3CA and TERT
a) Frequency of HRAS mutations
	HRAS
	Codon 12-13
n (%)
	Codon 61
n (%)
	Total
n (%)

	All tumors (n=103)
	3 (2.9)
	0 (0.0)
	3 (2.9)

	NMIBC (n=44)
	2 (4.5)
	0 (0.0)
	2 (4.5)

	MIBC (n=59)
	1 (1.7)
	0 (0.0)
	1 (1.7)



b) Frequency of FGFR3 mutations 
	FGFR3
	Total
n (%)

	All tumors (n=103)
	28 (27.2)

	NMIBC (n=44)
	22 (50.0)

	MIBC (n=59)
	6 (10.2)



c) Frequency of PIK3CA mutations 
	PIK3CA
	Exon 9
n (%)
	Exon 20
n (%)
	Total
n (%)

	All tumors (n=127)
	13 (10.2)
	6 (4.7)
	19 (14.9)

	NMIBC (n=60)
	10 (16.7)
	0 (0.0)
	10 (16.7)

	MIBC (n=67)
	3 (4.5)
	6 (9.0)
	9 (13.5)



c) Frequency of TERT mutations 
	TERT
	C228 mutation
n (%)
	C250 mutation
n (%)
	Total
n (%)

	All tumors (n=103)
	65 (63.1)
	14 (13.6)
	79 (76.7)

	NMIBC (n=44)
	28 (63.6)
	7 (15.9)
	35 (79.5)

	MIBC (n=59)
	37 (62.7)
	7 (11.9)
	44 (74.6)



