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	Primer
	Direction
	Sequence 5'-3'
	Reference
	Position

	LCO1490
	Forward
	GGTCAACAAATCATAAAGATATTGG
	Folmer et al. (1994)
	17-41

	HCO2198
	Reverse
	TAAACTTCAGGGTGACCAAAAAATCA
	Folmer et al. (1994)
	700-725

	UCOIR
	Forward
	ACWAAYCAYAAAGAYATYGG
	Costa et al. (2007)
	22-41

	UCOIF
	Reverse
	TAWACTTCDGGRTGRCCRAAAAAYCA
	Costa et al. (2007)
	700-721

	LCO1490-JJ
	Forward
	CHACWAAYCATAAAGATATYGG
	Astrin & Stuben (2008)
	20-41

	HCO2198- JJ
	Reverse
	AWACTTCVGGRTGVCCAAARAATCA
	Astrin & Stuben (2008)
	700-724

	COIGrF
	Forward
	GCTAGHGCCGTAGGYACATC
	Grabowski et al. (2017)
	22-41

	COIGrR2
	Reverse
	RAATARGTGYTGGTACAGAATAGG
	Grabowski et al. (2017)
	676-679
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Table S 2 - Primers used  in the study. Primer names their direction and sequence, reverence and   binding position according to reference COI full gene of  G ammarus   fossarum   ( GenBank  accession:  NC_034937.1) .    

Primer  Direction  Se q uence  5' - 3'  Reference  P osition  

LCO1490  Forward  GGTCAACAAATCATAAAGATATTGG  Folmer et al.  (1994)  17 - 41  

HCO2198  Reverse  TAAACTTCAGGGTGACCAAAAAATCA  Folmer et al.  (1994)  700 - 725  

UCOIR  Forward  ACWAAYCAYAAAGAYATYGG  Costa et al. (2007)  22 - 41  

UCOIF  Reverse  TAWACTTCDGGRTGRCCRAAAAAYCA  Costa et al. (2007)  700 - 721  

LCO1490 - JJ  Forward  CHACWAAYCATAAAGATATYGG  Astrin & Stuben  (2008)  20 - 41  

HCO2198 -   JJ  Reverse  AWACTTCVGGRTGVCCAAARAATCA  Astrin & Stuben  (2008)  700 - 724  

COIGrF  Forward  GCTAGHGCCGTAGGYACATC  Grabowski et al.  (2017)  22 - 41  

COIGrR2  Reverse  RAATARGTGYTGGTACAGAATAGG  Grabowski et al.  (2017)  676 - 679  
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