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Supplementary file 3: In-degree distributions, ¢.e., numbers of
genes with given in-degrees for the YEASTRACT B|E (in purple),
YEASTRACT FE (in green), YEASTRACT B (in light blue), YEAS-
TRACT B&E (in orange), where these networks now include the
6,886 nodes present in the £'|B network (i.e., the bigger set of genes),
and where non-regulated genes (with in-degree 0) are kept.

&
) Yeastract-B | E ——
Yeastract-E ——
Yeastract - B
N Yeastract-B & E
%
s
g
(RSN
O
E=3
T
o
M d ! ! |

Q Q/Q N L %Q \QQ \(LQ \D«Q
In-degree




