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Below are the full-length gels and blots corresponding to the figures in the main manuscript 

file. For complete legends corresponding to each gel, please refer the main manuscript. 

Figure S1. Full-length Gel Image corresponding to Figure 1A.  Here Lane 6 to 10 

correspond to the legends described as M, UI, Sup, and P, respectively in figure 1A 

 

 

Figure S2. Full-length Gel Image corresponding to Figure 1B. Here lane 1-10 corresponds 

to the legend described as M, Sup, F, W1, W2, W3, E1, E2, E3, and E4, respectively in figure 

1B 

 

 

Figure S3. Full-length Gel Image corresponding to Figure 1C. Here Lane 7, 9 and 10 

correspond to the legends described as M, ED1, and ED2, respectively in figure 1C. 

 

 

 

1           2            3           4          5         6          7          8         9          10

1         2          3         4       5       6        7       8       9      10

1            2              3               4            5           6            7          8              9            10



 3 

Figure S4. Full-length Immunoblot Image corresponding to Figure 1D 

 

 

Figure S5. Full-length Gel Image corresponding to Figure 5A (gel showing Native PAGE). 

Here Lane 1 is marker, Lane 3, 4, 8, and 9 is described as R, O, CA, αLA in the legends in 

figure 5A (for native PAGE). In lane 10, we have loaded Bovine serum albumin as positive 

control to see its monomer and multimers. The point was to show, that the difference in the 

electrophoretic mobility of a monomer and dimer is different for every protein. 

 

 

Figure S6. Full-length Gel Image corresponding to Figure 5A (gel showing formaldehyde 

crosslinking followed by SDS- PAGE). Here Lane 1, 3 to 8 correspond to the legends 

described as M, Rf, R’f, R, Of, O’f, O, respectively in figure 5A. The protein sample crosslinked 

with 5% formaldehyde, loaded in lane 9, aggregated and has been excluded from the image in 

manuscript to avoid discussing failed standardization condition. 
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