
FF
PE

FF/OCT

FF
PE

FF
PE

FF
PE

FF
PE

FF/OCT FF/OCT FF/OCT FF/OCT

Pearson rho = .984 Pearson rho = .789 Pearson rho = .974 Pearson rho = .934 Pearson rho = .938 

FF
PE

FF/OCT

FF
PE

FF
PE

FF
PE

FF
PE

FF/OCT FF/OCT FF/OCT FF/OCT

FF
PE

FF/OCT

FF
PE

FF
PE

FF
PE

FF
PE

FF/OCT FF/OCT FF/OCT FF/OCT

FF
PE

FF/OCT

FF
PE

FF
PE

FF
PE

FF
PE

FF/OCT FF/OCT FF/OCT FF/OCT

FF
PE

FF/OCT

FF
PE

FF
PE

FF
PE

FF
PE

FF/OCT FF/OCT FF/OCT FF/OCT

Pearson rho = .943 Pearson rho = .957 Pearson rho = .922 Pearson rho = .91 Pearson rho = .922 

Pearson rho = .941 Pearson rho = .975 Pearson rho = .965 Pearson rho = .965 Pearson rho = .959 

Pearson rho = .965 Pearson rho = .978 Pearson rho = .978 Pearson rho = .902 Pearson rho = .902 

Pearson rho = .957 Pearson rho = .984 Pearson rho = .974 Pearson rho = .951 Pearson rho = .914 

Biobank 1, sample 1
(Colorectal)

Biobank 1, sample 2
(Colorectal)

Biobank 1, sample 3
(Colorectal)

Biobank 1, sample 4
(Colorectal)

Biobank 1, sample 5
(Colorectal)

Biobank 1, sample 6
(Colorectal)

Biobank 1, sample 7
(Colorectal)

Biobank 1, sample 8
(Colorectal)

Biobank 1, sample 9
(Colorectal)

Biobank 1, sample 10
(Colorectal)

Biobank 1, sample 11
(Colorectal)

Biobank 1, sample 12
(Colorectal)

Biobank 1, sample 13
(Colorectal)

Biobank 1, sample 14
(Colorectal)

Biobank 1, sample 15
(Colorectal)

Biobank 1, sample 16
(Colorectal)

Biobank 1, sample 17
(Colorectal)

Biobank 1, sample 18
(Colorectal)

Biobank 2, sample 1
(Colorectal)

Biobank 2, sample 2
(Colorectal)

Biobank 2, sample 3
(Colorectal)

Biobank 2, sample 4
(Colorectal)

Biobank 2, sample 5
(Colorectal)

Biobank 2, sample 6
(Breast)

Biobank 2, sample 7
(Breast)

Supplementary Figure 17: Comparison of per-gene expression levels across COSMIC cancer genes in log2(rescaled TPM + 1) space of FFPE vs. FF/OCT 
replicates. All pairs in dataset 1 are colorectal tumor type. Pairs 1-5 in dataset 2 are colon tumor type, while pairs 6 and 7 are breast tumor type. Red line 
indicates y = x slope. Yellow line indicates linear regression line.


