
Supplemental Figure 1

NanoStringvs. qRT-PCR gene expression quantification. The scatter plot shows expression results for up to 18 genes in 51 
samples as quantified by qRT-PCR and NanoString on corresponding RNA later preserved biopsy. (only plot when both value 
in Nanostring and qRT-PCR have been measured)
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Spearman Test

Gene Correlation coef. p value

CCL4 0.904 <0.001
CXCL10 0.845 <0.001
GNLY 0.775 <0.001

CXCL11 0.764 <0.001
VWF 0.709 <0.001

CD160 0.705 <0.001
SH2D1B 0.703 <0.001

DARC 0.695 <0.001
ROBO4 0.619 <0.001
CDH5 0.574 <0.001

MYBL1 0.504 <0.001
KLRF1 0.502 <0.001

FGFBP2 0.477 0.005
PLA1A 0.461 0.001

PECAM1 0.459 0.001
KLF4 0.337 0.016
SOX7 0.262 0.03

CX3CR1 0.26 0.229

Overall correlation of gene expression 
between Nanostring and qRT-PCR

Individual gene expression correlation
between Nanostring and qRT-PCR

TECHNICAL CONSIDERATIONS WHEN DESIGNING A GENE EXPRESSION PANEL FOR RENAL TRANSPLANT DIAGNOSIS
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r = 0.588
p < 0.0001
n = 776


