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Supplementary Table S1 (Excel file). California Condor (Gymnogyps californianus) samples collected in Arizona from 2008 to 2018. In red are indicated the positive samples obtained in this study.

Supplementary Table S2 (Excel file). List of P. homopolare haplotype sequences included in Figure 2. Host names, Genbank accession numbers, and origin of the sequences are provided.

Supplementary Table S3 (Excel file). Total of infected individuals with haplotype H1 and percentage per avian order and family.
