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Supplementary Figure 1.
A heatmap of BLAST score ratio25 (BSR) of genes annotated as Staphylococcal enterotoxins (SEs) by prokka26 of bovine S. aureus isolates obtained from clinical and subclinical mastitis cases in 11 European countries calculated using the large-scale BLAST score ratio (LS-BSR) pipeline25. Heatmap was visualized using the pheatmap package42 of R statistical software version 3.5.443. Dark and light grey shading displays Clonal Complex (CC) and only S. aureus isolates belonging to CCs with n > 10 in our collection are presented in this heatmap. 
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Supplementary Figure 2.
A heatmap of BLAST score ratio25 (BSR) of genes annotated as Staphylococcal Superantigen like proteins (SLLs) by prokka26 of bovine S. aureus isolates obtained from clinical and subclinical mastitis cases in 11 European countries calculated using the large-scale BLAST score ratio (LS-BSR) pipeline25. Two yet unnamed SLLs are labeled as putative SLL I (GenBank reference: WP_143564871.1) and putative SLL II (GenBank reference WP_124375191). Heatmap was visualized using the pheatmap package42 of R statistical software version 3.5.443. Dark and light grey shading displays Clonal Complex (CC) and only S. aureus isolates belonging to CCs with n > 10 in our collection are presented in this heatmap. 
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Supplementary Figure 3.
A heatmap of BLAST score ratio25 (BSR) and GenBank Reference of Clonal complex (CC) exclusive genes of bovine S. aureus isolates obtained from clinical and subclinical mastitis cases in 11 European countries calculated using the large-scale BLAST score ratio (LS-BSR) pipeline25. Heatmap was visualized using the pheatmap package4 of R statistical software version 3.5.443. Dark and light grey shading displays Clonal Complex (CC) and isolates belonging to CCs with n > 10 (CC9, CC50, CC5, CC49, CC7, CC45, CC101, CC20, CC30 and CC425. 



	Associated CC
	Predicted function of gene-encoded Protein
	GenBank Reference

	CC8
	SSL-11 variant
	WP_000769163.1

	CC8
	hypothetical protein
	WP_000402605.1

	CC20
	site-specific DNA-methyltransferase
	WP_064132096.1

	CC20
	hypothetical protein
	WP_061823596.1

	CC20
	hypothetical protein
	GBW30283.1

	CC20
	DEAD/DEAH box helicase
	WP_086041091.1

	CC97
	hypothetical protein
	WP_000769151.1

	CC133
	AAA family ATPase
	WP_000908616.1

	CC133
	ATP-dependent helicase
	WP_109183321.1

	CC151
	restriction endonuclease subunit S
	WP_070007671.1

	CC151
	hypothetical protein
	WP_063646785.1

	CC151
	restriction endonuclease subunit S II
	WP_000072567.1

	CC398
	DUF5085 family protein
	WP_001004376.1

	CC479
	Gfo/Idh/MocA family oxidoreductase
	WP_000710587.1

	CC479
	polyketide synthase
	WP_001803633.1

	CC479
	AMP-binding protein
	WP_000427420.1

	CC479
	salicylate synthase
	WP_063651225.1

	CC479
	DNA (cytosine-5-)-methyltransferase
	WP_043951316.1

	CC479
	ABC transporter ATP-binding protein
	WP_063651221.1

	CC479
	hypothetical protein
	WP_154445185.1

	CC479
	hypothetical protein
	WP_000286391.1

	CC479
	4'-phosphopantetheinyl transferase superfamily protein
	WP_000323587.1

	CC479
	Eco47II family restriction endonuclease
	WP_063651177.1

	CC479
	transmembrane component of ECF transporter
	COW24401.1

	CC479
	helix-turn-helix domain-containing protein
	WP_109162077.1

	CC479
	YqcI/YcgG family protein
	WP_109161999.1

	CC479
	MptD family putative ECF transporter S component
	WP_000738841.1

	CC479
	hypothetical protein
	WP_000567972.1

	CC479
	hypothetical protein
	EFB96907.1

	CC479
	Iron aquisition yersiniabactin synthesis enzyme
	ATV02876.1

	
	
	


Table S1. 
Predicted function and GenBank reference of Clonal complex (CC) exclusive genes among 276 S. aureus isolates obtained from bovine clinical and subclinical mastitis in 11 European countries.
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