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Supplementary Table S1. Detailed information of gene in chromosome 2 (for details, 

see Figure 6) and comparation to the reference assembly. Contigs retrieved: Number 

of contigs obtained after de novo assembly. Alleles: Number of alleles identified in de 

novo and reference assemblies. NA represents genes to which was not possible to 

retrieve information, as contigs were too fragmented. 

 

Accession 
Contigs retrieved 

Alleles 
(de novo assembly) 

Alleles 
(reference assembly) 

Female Male Female Male Female Male 

VIT_202s0234g00050 NA NA NA NA 2 2 

VIT_202s0025g00140 1 1 1 1 1 1 

VIT_202s0025g00200 1 2 1 2 1 2 

VIT_202s0025g00530 4 4 1 1 1 2 

VIT_202s0025g01620 4 1 2 1 2 1 

VIT_202s0025g01630 1 3 1 2 2 1 

VIT_202s0025g01710 2 2 2 2 2 2 

VIT_202s0025g01730 1 4 1 2 2 2 

VIT_202s0025g02630 1 1 1 1 1 1 

VIT_202s0025g02690 1 6 1 2 1 1 

VIT_202s0025g03000 1 1 1 1 1 1 

VIT_202s0025g04390 2 13 2 2 2 2 

VIT_202s0241g00140 1 1 1 1 1 1 

VIT_202s0241g00150 NA NA NA NA 1 1 

VIT_202s0241g00160 NA NA NA NA 2 2 

VIT_202s0241g00170 1 1 1 1 1 1 

VIT_202s0012g00660 1 1 1 1 1 1 

VIT_202s0012g01270 7 6 2 2 2 2 

VIT_202s0012g02060 1 1 1 1 1 1 

VIT_202s0033g00020 2 1 2 1 2 1 

VIT_202s0033g01380 1 6 1 2 1 2 

VIT_202s0033g01400 1 1 1 1 1 1 

VIT_202s0154g00010 1 1 1 1 1 1 

VIT_202s0154g00020 9 12 2 2 2 2 

VIT_202s0154g00030 1 1 1 1 1 1 

VIT_202s0154g00040 1 9 1 2 2 2 

VIT_202s0154g00050 1 3 1 2 1 1 

VIT_202s0154g00060 1 1 1 1 2 2 



Accession 
Contigs retrieved 

Alleles 
(de novo assembly) 

Alleles 
(reference assembly) 

Female Male Female Male Female Male 

VIT_202s0154g00070 1 9 1 2 1 2 

VIT_202s0154g00080 2 21 2 2 2 2 

VIT_202s0154g00090 1 5 1 1 1 2 

VIT_202s0154g00100 NA NA NA NA 2 2 

VIT_202s0154g00110 1 NA 1 NA 2 1 

VIT_202s0154g00120 1 2 1 2 1 1 

VIT_202s0154g00130 1 2 1 2 1 1 

VIT_202s0154g00140 1 27 1 2 2 1 

VIT_202s0154g00150 1 10 1 2 1 1 

VIT_202s0154g00160 1 8 1 2 2 1 

VIT_202s0154g00170 1 1 1 1 2 2 

VIT_202s0154g00180 1 9 1 2 2 1 

VIT_202s0154g00190 1 14 1 1 2 1 

VIT_202s0154g00200 2 12 2 2 2 1 

VIT_202s0154g00210 1 2 1 2 1 2 

VIT_202s0154g00220 1 2 1 2 1 1 

VIT_202s0154g00230 1 2 1 1 1 1 

VIT_202s0154g00240 2 10 2 2 2 2 

 

 


