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Supplement Figures
[bookmark: _GoBack]Supplement Figure 1. Phylogenetic tree of PB2 gene of S-IAV-H1N1 and S-IAV-H3N2. Circles indicate S-IAV-H1N1 isolated in this study. The phylogenetic tree was generated by neighbor- joining method with Kimura 2-parameter with 1,000 bootstrap replicates and Beast program with Bayesian Markov chain Monte Carlo (BMCMC) with 50,000,000 generations and an average standard deviation of split frequencies <0.05. Bootstrap value (>70% %) and posterior probability (>0.70) values are shown on branches to support tree topology.
Supplement Figure 2. Phylogenetic tree of PB1 gene of S-IAV-H1N1 and S-IAV-H3N2. Circles indicate S-IAV-H1N1 isolated in this study. The phylogenetic tree was generated by neighbor- joining method with Kimura 2-parameter with 1,000 bootstrap replicates and Beast program with Bayesian Markov chain Monte Carlo (BMCMC) with 50,000,000 generations and an average standard deviation of split frequencies <0.05. Bootstrap value (>70% %) and posterior probability (>0.70) values are shown on branches to support tree topology.
Supplement Figure 3. Phylogenetic tree of PA gene of S-IAV-H1N1 and S-IAV-H3N2. Circles indicate S-IAV-H1N1 isolated in this study. The phylogenetic tree was generated by neighbor- joining method with Kimura 2-parameter with 1,000 bootstrap replicates and Beast program with Bayesian Markov chain Monte Carlo (BMCMC) with 50,000,000 generations and an average standard deviation of split frequencies <0.05. Bootstrap value (>70% %) and posterior probability (>0.70) values are shown on branches to support tree topology.
Supplement Figure 4. Phylogenetic tree of NP gene of S-IAV-H1N1 and S-IAV-H3N2. Circles indicate S-IAV-H1N1 isolated in this study. The phylogenetic tree was generated by neighbor- joining method with Kimura 2-parameter with 1,000 bootstrap replicates and Beast program with Bayesian Markov chain Monte Carlo (BMCMC) with 50,000,000 generations and an average standard deviation of split frequencies <0.05. Bootstrap value (>70% %) and posterior probability (>0.70) values are shown on branches to support tree topology.
Supplement Figure 5. Phylogenetic tree of M gene of S-IAV-H1N1 and S-IAV-H3N2. Circles indicate S-IAV-H1N1 isolated in this study. The phylogenetic tree was generated by neighbor- joining method with Kimura 2-parameter with 1,000 bootstrap replicates and Beast program with Bayesian Markov chain Monte Carlo (BMCMC) with 50,000,000 generations and an average standard deviation of split frequencies <0.05. Bootstrap value (>70% %) and posterior probability (>0.70) values are shown on branches to support tree topology.
Supplement Figure 6. Phylogenetic tree of NS gene of S-IAV-H1N1 and S-IAV-H3N2. Circles indicate S-IAV-H1N1 isolated in this study. The phylogenetic tree was generated by neighbor- joining method with Kimura 2-parameter with 1,000 bootstrap replicates and Beast program with Bayesian Markov chain Monte Carlo (BMCMC) with 50,000,000 generations and an average standard deviation of split frequencies <0.05. Bootstrap value (>70% %) and posterior probability (>0.70) values are shown on branches to support tree topology.
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