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Legends for the three supplementary Excel databases in the supplementary file:

File: Processed_data_Figure-1_MAM_REIMS_A_S_T.data.xlsx
Processed data file for REIMS analysis of electrosurgical vapors ex vivo classifies tumor, stroma and adipose tissues. The data matrix was generated by abstract model builder software (AMX v1.01563.0, Waters Research Corporation, Budapest, Hungary). 
In column A: assigned tissue classes (T: tumor; S: stroma; A: adipose tissue).  In column B: anonymized patient identification number. In raw 1: mass channels (binning 0.10). 

File: Processed_data_Figure-3_MAM_REIMS_TBS_RTS.data.xlsx
Processed data file for REIMS profiles discriminate tumor border stroma (TBS) and tumor remote stroma (TRS). The data matrix was generated by abstract model builder software (AMX v1.01563.0, Waters Research Corporation, Budapest, Hungary). 
In column A: assigned tissue classes: tumor border stroma (TBS) and tumor remote stroma (TRS).  In column B: anonymized patient identification number. In raw 1: mass channels (binning 0.10).
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File: Processed_data_Figure-4_MAM_DESI_TBS_RTS.data.xlsx
Processed data file for DESI-MS profiles discriminate tumor border stroma (TBS) and tumor remote stroma (TRS). The data matrix was generated by abstract model builder software (AMX v1.01563.0, Waters Research Corporation, Budapest, Hungary). 
In column A: assigned tissue classes: tumor border stroma (TBS) and tumor remote stroma (TRS).  In column B: anonymized patient identification number. In raw 1: mass channels (binning 0.10).


