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Read count/millions reads in sample
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% of the library
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Percent of total reads

Mapping rates

100 — Eniquely_mapped
80 —
60 —
40
20 —
0 —

DMultiply_mapped
Wnmapped

SS-2B6
Ti-2E1

SS-1A6

SS-1C6
Ti-2B5
Ti-1F7



Read distribution
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Dendrogram unsupervised clustering

Ti-2E1

Ti-1F7

Ti-2B5

d
helust (, "complete”)

SS-2B6

SS-1A6

SS-1C6



15
10

o = 0 H ] 8
i & 2 8 3 S
& 5 & ) ;i )
L L L [ 0 %)
F E F @ 3 ?

S$S-1C6

SS-1A6

SS-2B6

Ti-2B5

Ti-1F7

Ti-2E1




PCA2, explains 22.48% of the variance

PCA plot
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PCAL, explains 50.12% of the variance




Dimension2

MDS plot
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