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	Genes
	Poorly/undifferentiated
	Well/moderately
	P-value

	
	Mutant Number
	Mutation frequency
	Mutant Number
	Mutation frequency
	

	KRAS
	0
	0.00%
	3
	75%
	0.000137

	PTEN
	1
	1.89%
	2
	50%
	0.011005

	TP53
	50
	94.33%
	2
	50%
	0.034898

	NF1
	7
	13.21%
	1
	25.00%
	0.463619

	NOTCH3
	6
	11.32%
	1
	25.00%
	0.416977

	PRKCI
	6
	11.32%
	0
	0.00%
	0.893885

	MYC
	5
	9.43%
	1
	25.00%
	0.367358

	TERT
	5
	9.43%
	1
	25.00%
	0.367358

	BRCA1
	5
	9.43%
	0
	0.00%
	0.784593

	EZH2
	5
	9.43%
	0
	0.00%
	0.784593

	FAM135B
	5
	9.43%
	0
	0.00%
	0.784593

	LRP1B
	5
	9.43%
	0
	0.00%
	0.784593

	NOTCH1
	5
	9.43%
	0
	0.00%
	0.784593

	PTK2
	5
	9.43%
	0
	0.00%
	0.784593



