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Supplementary Table S7. Percentage of reads in each single strain HTS collapsed with the dominant haplotype at 99% of similarity. 

	Strain
	% reads collapsed with dominant haplotype

	C. anastomosans Na14C2
	98.93

	C. anastomosans Na14C3
	98.92

	C. costatus Na1A3
	98.72

	C. costatus Na32B1
	99.20

	C. costatus Ro1B1
	98.87

	C. costatus Ro2A2
	98.85

	C. curvisetus 2 Ch5B2
	98.98

	C. curvisetus 2 Na1C1
	99.31

	C. curvisetus 2 Na19A2
	99.16

	C. curvisetus 2 Na20A4
	99.26

	Chaetoceros sp. Na11C3 strain Na11C3
	99.23

	Chaetoceros sp. Na11C3 strain Na43A1
	98.79

	Chaetoceros sp. Na26B1
	98.58

	C. tenuissimus GB2a
	98.81

	C. tenuissimus Na26A1
	98.92

	C. tenuissimus Na44A1
	98.89
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