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[bookmark: _GoBack]Supplementary Table S2. Number of environmental reads and haplotypes utilised in this study.

	Species
	N reads validated 
(N haplotypes)
	N reads utilised for networks (N haplotypes)

	C. anastomosans
	366 (90)
	287 (15)

	C. costatus
	11,149 (2,057)
	8,220 (38)

	C. curvisetus 2
	11,110 (1,716)
	9,763 (369)


	Chaetoceros sp. Na11C3
	17,047 (3551)*
	12,924 (527)

	Chaetoceros sp. Na26B1
	
	1,154 (59)

	C. tenuissimus
	139,185 (2,585)
	121,321 (103)


* for Chaetoceros sp. Na11C3 and Na26B1 reads were validated together.


