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Tgil-b AGTATTGGACGCAATARATTTGGTCTCTTACATGAAGGATTGTTCACCARAGCACGRGOC 540
Tgil-a AGTATTGGACGCAATAMATTTGGACTCCTTCATGALGGATTGTTTACCAAGGOCCRGRCS 483
antisensl = =  -—--————-—————————————————————mm— e co 2
¥
Tgli-b GGTACCAAAGTCTTGGT TGAAACCTATCACAATGTCATTTGTGCCGCTTTGGATTTTGTC 600
Tgll-a GETACCAAAGTCTTGGT AGAAACCTATCACAATGTCATTTGTGCOGUCTTGGATTTTGTC 343
antisensl GGTACCARAGTCTTGGTAGAAACCTATCACAATGTCATTTGTGCOGCCTTGGATTTTGTC B2
RERRCRERECERREREE BERERRRERRRRERRRR R IR AR R0 AR Rk
Tgli-b TGTGATGOACAAGT CTTACCGGAT CAAGATCCGATT CCCAGCGRAGCACGATTGGCTTTT  GBO
Tgll-a TGTGATGCCCAAGTGTTACATGATCAAGATCCGATTCCCACTGAAGCACGATTGGCCTTT 603
antisens1 TGTGATGOCCAAGTGTTACATGATCAAGATCCGATTCCCACTGAAGCACGATTGGOCTTT 122
BRERCEEE CEEEE BECE  SEERERETEERREIERREAE KRRk Rk
Tgll-b TTCAATGAACACGOCATTCGTATGGTCGGACCGCTCTCTTGT TGAGTGGTGGAGCCGOE 720
Tgli-a TTCAATGAMACACGACATTCGTACGGT CGGACGGCGCTCTTGT TGAGTGGOGGAGCCGOC BRI
antisensl TTCRATGAACACGACAT TCGTACGGTCGGACGRCGCTCTTGT TGAGTGAOGAAGCORCC 182
KEEREREREREREE EELEEEEE FESEIEEE 33 ERALILXLLLLLE RRXRLRLLE
Tgll-b TTGGGATTTTATCATGTCGGTGTCGT COGGACCT TGATGGAAAATCGT CTCAT GCCCRGE 780
Tgll-a TTGGGATTTTATCACGT CGGT GTGGT COGGACCT TGATGGAAAATCGT CTCAT GCOCLGG 723
antisensl TTGGGATTTTAT CACGT CGGT GT GGT COGGACCT TGATGGAAAATCGTCTGAT G—---—- 236
FEERERERERRERE BEREEEES PRESIRRREIRERERRRIRERRREtRiRes
[antisens2]
Tgll-b GOAGCCACGTGGT TGGATTTCTATTACAACACGGCCGGTGCCTTTCATGATATGAAATTG 1074
Tgll-a B GO T CGTGGT TGGATTTCTAT TACAACACGGCCGGTGCCTTTCATGATATGRAATTG 1023
antisens2 ST oo G 1
*
Tgl1-b BCATTGATTGGATTCATGCCATT GACAT TACGA CGCAT GACGGCGT TCTTGTATGACGTT 1134
Tgll-a ACATTGATTGGATTCATGCCATT GACAT TGCGA CGCAT GACAGCGT TCTTGTATGACGTC 1083
antisens2 AT TGATTGGATTCATGCCATT GACATTGCGA CGCAT GACAGCGTTCTTGTATGACGTC 61
FEEEEERRRERERE e R R R R R ey gy dddkddehdckisk
Tgli-b TTGTCGGEGEEAGTCGACGEGECT TCCGATGTCTTTAAGAAGGA TACCGACTATTTTCGCGAA 1194
Tgll-a TTATCOEECAGT CGACGAGCGT COGATGTCTTTAAGAATGATACCGAT TATTTTCGRGAA 1143
antisens2 TTATCGGECAGT CGACGAGCGT CGGATGTCTTTAAGRATGATACCGATTATTTTCGOGAA 121
K OREEEE FEREEEEE B PF REREIERRIINERY RERREEER FRLREXRXLEER
Tgl1-b TGTGTTCGCGLCAATGT GRGAAACTTTACATTTCAAGAAGCCT TTGATCGGACGGGA CGT 1254
Tgll-a TGOGTCOGOGCCAATGT GGGAAATTTTACCTTTCAAGAAGCCT TTGATCGGACGGGACGT 1203
antisens2 TGOGTCOGCGECAATGT GEGAAATTTTACCT TT CAAGAAGCCT TTGATCGGACGGEGA CGT 181
EE RE PREREREREREEREREE FREEY PRIIERERRERRRRRRIRERRRRELORRE
Tgli-b ATTTTGAATATTGTCGTGACACCCATGAATAGCAGT GATCCGCCGUGT TTGCTCAATTAC 1314
Tgll-a ATTTTGAACAT TGTCGT GACACCCATGAATAGCAGT GACCCGROGUGT TTGUTCAATTAC 1263
antisens2 ATTTTGARCAT TGTCGTGACACCCATGAATAGCAGT GACCCGCCGUGT TTGCTCAATTAC Pl
EREREEEE REREEEEEEREREESEERERERRRITE FETRFRLRXRLRRIRLLRES
Tgli-b TTGACGECACCGCATGT CATGET ATGGAGT GOCGCCGT GGCCAGT AGT TCTTTGCCTGGT 1374
Tgll-a TTGACGGCACCGCATGT TATGGET CTGGAGT GCT GCCGT GGCCAGCAGT TCGT TGCCCGET 1323
antisens2 I . 0458
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Fig. S1 Sequence alignments of 7g// gene (Tgll-a and Tgll-b) and antisense fragments.
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Fig.S2 Constructions of vectors used in this study. Restriction maps of the expression cassettes in
plasmids pSP-NPT/H4 (A), pSP- ANT1 (B), and pSP-ANT2 (C).
Abbreviations: H4 prmoter, histone H4 gene promoter from F. solaris; fcp A terminator, fucoxanthin

chlorophyll a/c-binding protein A gene terminator from P. tricornutum.



Table S1 Primers used in this study

Primer name Sequence (5'-3") Use
Tgll_anti_2F AAATTTTCTAGACATGAGACGATTTTCCATCA . -
i Cloning by restriction enzyme
Tgll_anti_2R AAATTTTCTAGACCGGTACCAAAGTCTTGG
Tgll_anti_3F AAATTTTCTAGACCGTCAAGTAATTGAGCAAA
Tgll_anti_3R AAATTTTCTAGAGACATTGATTGGATTCATGC
anti2_fwd TGATCTAGACATGAGACGATTTTCCATC
anti2_rev GTTTCTAGACCGGTACCAAAGTCTTGG
anti2-1_fwd GGTACCGGTCTAGAAACAACTACCTCGACTTT
anti2-1_rev CGGAGGCAGATCTGGTTCCCGCATAG
anti2-2_fwd ACCAGATCTGCCTCCGGTACTCTTAC
anti2-2_rev GTCTCATGTCTAGATCAGAAGAACTCGTC . .
) Cloning by Gibson assembly
anti3_fwd TGATCTAGACCGTCAAGTAATTGAGCAAAC
anti3_rev GTTTCTAGAGACATTGATTGGATTCATGC
anti3-1_fwd ATCAATGTCTCTAGAAACAACTACCTCGACTTT
anti3-1_rev CGGAGGCAGATCTGGTTCCCGCATAG
anti3-2_fwd ACCAGATCTGCCTCCGGTACTCTTAC
anti3-2_rev CTTGACGGTCTAGATCAGAAGAACTCGTC
anti_seq_F GAATATCATGGTGGAAAATGG ! . . . .
. Confirmation of introduction of antisense sequence
anti_seq_R CATGGTGAAGACGAGCTAGT
RNAI_nptlI_F TGAACAAGATGGATTGCAC . .
| Sequence analysis of Neomycin casette

RNAI_nptl_LR ~ CAGAAGAACTCGTCAAGAAGG

PCR_GAPDH_F ~ ATTGGAGTCAATGGCTTTG
AR - Quantitative RT-PCR to determine quantity of GAPDH gene expression level
gPCR_GAPDH_R  CCATGAACGGAATCGTACT
gPCR_g13 anti2F TTGGACTCCTTCATGAAGG
gPCR_g13 antidR ~ GATCATGTAACACTTGGGCA
gPCR_g13_anti3F ~ CATTCCAGTACCGTCACG
gPCR_g13 antiBR ~ GACTGCCCGATAAGACGT _ i . .

- Quantitative RT-PCR to determine quantity of Tgl1 gene expression level

gPCR_g10_anti2F ~ ATTGTTCACCAAAGCACG
gPCR_g10_anti2R ~ GATCCGGTAAGACTTGTGC
gPCR_g10_antisF  CCATAGTACAGTCACGACCTC
gPCR_g10_antisBR ~ GACTTCCCGACAAAACGT
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Fig. S3 Uncropped and non-inverted full-length image of the TLC plate shown in Figure 3 in the main
text.



