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Fig. S1 Sequence alignments of Tgl1 gene (Tgl1-a and Tgl1-b) and antisense fragments. 

  



 

 

Fig.S2 Constructions of vectors used in this study. Restriction maps of the expression cassettes in 

plasmids pSP-NPT/H4 (A), pSP- ANT1 (B), and pSP-ANT2 (C). 

Abbreviations: H4 prmoter, histone H4 gene promoter from F. solaris; fcp A terminator, fucoxanthin 

chlorophyll a/c-binding protein A gene terminator from P. tricornutum. 

 

  

BglII

BamHI

SalI

XbaI

XbaI
H4 promoter

nptII gene

Anti-sense No. 1 (236 bp)region

fcpA Terminator

pSP-NPT/

anti1/H4

(4081-bp)

BglII

BamHI
XbaI

SalI

XbaI

H4 promoter

nptII gene

Anti-sense No.2 (248 bp)region

pSP-NPT/

anti2/H4

(4093-bp)

nptII gene

fcpA Terminator

XbaI

SalI

BamHI

H4 Promoter

pSP-NPT/H4

(3839-bp)

BglII

(A)

(B)

(C)

fcpA Terminator



Table S1 Primers used in this study 

 

 

  

Primer name Sequence (5'-3') Use

Tgl1_anti_2F AAATTTTCTAGACATGAGACGATTTTCCATCA
Cloning by restriction enzyme

Tgl1_anti_2R AAATTTTCTAGACCGGTACCAAAGTCTTGG

Tgl1_anti_3F AAATTTTCTAGACCGTCAAGTAATTGAGCAAA 

Tgl1_anti_3R AAATTTTCTAGAGACATTGATTGGATTCATGC 

anti2_fwd TGATCTAGACATGAGACGATTTTCCATC

Cloning by Gibson assembly

anti2_rev GTTTCTAGACCGGTACCAAAGTCTTGG

anti2-1_fwd GGTACCGGTCTAGAAACAACTACCTCGACTTT

anti2-1_rev CGGAGGCAGATCTGGTTCCCGCATAG

anti2-2_fwd ACCAGATCTGCCTCCGGTACTCTTAC

anti2-2_rev GTCTCATGTCTAGATCAGAAGAACTCGTC

anti3_fwd TGATCTAGACCGTCAAGTAATTGAGCAAAC

anti3_rev GTTTCTAGAGACATTGATTGGATTCATGC

anti3-1_fwd ATCAATGTCTCTAGAAACAACTACCTCGACTTT

anti3-1_rev CGGAGGCAGATCTGGTTCCCGCATAG

anti3-2_fwd ACCAGATCTGCCTCCGGTACTCTTAC

anti3-2_rev CTTGACGGTCTAGATCAGAAGAACTCGTC

anti_seq_F GAATATCATGGTGGAAAATGG
Confirmation of introduction of antisense sequence

anti_seq_R CATGGTGAAGACGAGCTAGT

RNAi_nptII_F TGAACAAGATGGATTGCAC
Sequence analysis of Neomycin casette

RNAi_nptII_R CAGAAGAACTCGTCAAGAAGG 

qPCR_GAPDH_F ATTGGAGTCAATGGCTTTG
Quantitative RT-PCR to determine quantity of GAPDH gene expression level

qPCR_GAPDH_R CCATGAACGGAATCGTACT

qPCR_g13_anti2F TTGGACTCCTTCATGAAGG

Quantitative RT-PCR to determine quantity of Tgl1 gene expression level

qPCR_g13_anti2R GATCATGTAACACTTGGGCA 

qPCR_g13_anti3F CATTCCAGTACCGTCACG

qPCR_g13_anti3R GACTGCCCGATAAGACGT

qPCR_g10_anti2F ATTGTTCACCAAAGCACG

qPCR_g10_anti2R GATCCGGTAAGACTTGTGC

qPCR_g10_anti3F CCATAGTACAGTCACGACCTC

qPCR_g10_anti3R GACTTCCCGACAAAACGT 



 

Fig. S3 Uncropped and non-inverted full-length image of the TLC plate shown in Figure 3 in the main 

text. 
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