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Resistance mutations

katG S315T, katG 1335V,
katG 5315T, katG 1335V,

katG $315T, katG 1335V,

katG $315T, katG 1335V,
katG $315T, katG 1335V,
katG S315T, katG 1335V,
katGS315T, katG 1335V,
katGS315T, katG 1335V,
katGS315T, katG 1335V,
katG $315T, katG 1335V,
katG $315T, katG 1335V,
katG $315T, katG 1335V,

katG 5315T, katG 1335V,

rpoB $450L, rpoC D48SN, embB Q497R,
rpoB S450L, rpoC D485N, embB Q497R,

rpoB 5450L, rpoC D485N, embB Q497R,

rpoB $450L, rpoC D485N, embB Q497R,
rpoB $450L, rpoC D485N, embB Q497R,
rpoBS 4501, rpoC DA85N, embB Q497R,
rpoB 54501, rpoC D485N, embB Q497R,
rpoB S450L, rpoC DAB5N, embB Q497R,
rpoB S450L, rpoC D485N, embB Q497R,
rpoB $450L, rpoC D4ESN, embB Q497R,
rpoB $450L, rpoC D485N, embB Q497R,
rpoB $450L, rpoC D48SN, embB Q497R,

rpoB 5450L, rpoC D485N, embB Q497R,

rpsL K43R
rpsL K43R

rpsL K43R

rpsL K43R
rpsk K43R
rpsL K43R,
rpsL K43R,
rpsL K43R,
rpsL K43R,|
rpsL K43R
rpsL K43R
rpsk K43R

rpsL K43R

pRcAT135P, gyrA DI4G, rrs AL401G, fabGl C-15T

pncA T135P, gyrA D94G, rrs A1401G

pncA T135P, gyrA ASOV, rrs A1401G
eis C-10T

prcAA146Y, gyrADIAN, rrs1401G
pncA T-11C, gyrA D94G

pnchA T-11G

pncA S67P, gyrA D94G, rrs A1401G
gyrA DI4N, rrs A1401G

pncA T76P, rrs A1401G

pncA LAW/S, gyrA D24G, rrs AL401G

rrs A1401G

Figure S1. Branch of the WGS tree with cluster 1071-32 isolates.
Accession numbers: 4398 - SRR5266551, 7050 - SRR5266544, 7623 - SRR5266541, 2953 -
SRR5266557, 10013 - SRR5266534, 2044 - SRR7796665, 703 - SRR7796666. Common

resistance mutations are shown by orange box. Adapted from (Mokrousov et al., 2020).
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Country, region Year Resistance SIT Mval59s 5 3553553555 E5553585583 3
Serbia nd 107032 ) 4 4 23 13426444251 733538923
Albania 2006-2007 MDR SITL 1071-32 5 4 4 2 31 3426444251 733538923
Albania 2006-2007 MDR SITL 107132 5 4 4 2 3 1 342 6444251 733534923
Greece, Kavala, Georgia-born 2008 pre-XDR / INJ 107132 2 4 4 2313426444251 733538923
Greece, Thessaloniki, Greece-born 2008 pre-XDR / INJ 1071-32 5 4 4 2 3 1 3 4 2 6 4 4425173353823
Greece, Thessaloniki, Greece-born 2011 pre-XDR / OFL 107132 5 4 4 2 3 13426444251 733538923
Abkhazia 2003-2005  MDR 107132 5 4 4 2313426444251 733538923
Armenia 2008 pre-XDR/OFL 07132 3 4 4 23 13426444251 733538923
Russia, St. Petersburg 2011 MDR 107132 5 4 4 2 3 1 34264 4425173353892 3
Russia, St. Petershurg 2011 MDR 1071-32 53 4y 4 2 313426444251 73353923
Russia, St. Petersburg 2006-2008 1pre-XDR/OFL, 3nd 1071-32 5 4 4 2 3 1 3 426444251 733538923
Russia, Omsk 2016 MDR SITL 1071-32 5 4 4 23 1 3426444251 7335348923
Russia, Omsk 2017 MDR SITL (1071832 |5 4 4 2 3 1 3 4 26 4 4 4251733538923
Russia, Omsk 2016 MDR SITL 107132 5 4 4 23 13426444251 73353923
Russia, Omsk 2015 MDR SITL 1071-32 5 4 4 2 3 1 342 644425173353 9723
Russia, Omsk 2015 pre-XDR/INJ SITL 107132 5 4 4 2313426444251 73353923
Russia, Omsk 2016 MDR SITL 107132 5 4 4 2313426444251 73353823
Russia, Omsk 2015 pre-XDR/INJ SITL 107132 3 4 4 2 3 1 3426444251 73353923
Russia, Omsk 2015 pre-XDR/OFL SITL 107032 |5 4 4 2 3 1 3 4 2 6 4 4 4 251 733653923
Russia, Omsk 2016 pre-XDR/INJ SITL 107132 3 4 4 2313426444251 733538923
Russia, Omsk region 2017 MDR SITL 1071-32 5 4 4 2 3 13426444251 733538923
Russia, Omsk region 2016 MDR SITL 107132 5 4 4 2 31 3426444251 733534923
Russia, Omsk region 2017 XDR SITL 1071-32 3 4 4 2 313426444251 733538923
Russia, Omsk region 2017 MDR SITL 1071-32 2 4 4 2313426444251 733534923
Russia, Omsk region 2017 MDR SITL 107132 2 4 4 2313426444251 733534923
Russia, Omsk region 2014 MDR SITL 1071-32 3 4 4 2 3 1 3 426 4 4425173353923
Russia, Omsk region 2014 MDR SITL 107132 5 4 4 2 31 3426444251 733538923
Russia, Omsk region 2014 XDR SITL 1071-32 3 4 4 2 313426444251 733538923
Russia, Omsk region 2014 pre-XDR/OFL SITL 107132 5 4 4 2 313426444251 733534923
Russia, Omsk region 2015 pre-XDR/INJ SITL 107132 5 4 4 2 313426444251 73353923
Russia, Omsk region 2008 pre-XDR/INJ SITL 1071-32 3 4 4 2 3 1 3 4 2 6 4 4425173353923
Russia, Omsk region 2015 MDR SITL 107132 2 4 4 231342644 4251733523923
Russia, Omsk region 2015 MDR SITL 107132 2 4 4 2313426444251 73353923
Russia, Omsk region 2015 pre-XDR/INJ SITL 1071-32 2 4 4 2 3 1 3 42 6444251 733538923
Russia, Omsk 2013 MDR SITL ?-32 244231 3E|g 6444251733538923
Russia, Omsk 2014 monores. SIT1 ?-32 2 4|Z|g 313426444251 73353923
Russia, Omsk region 2015 pre-XDR/INJ SIT1L ?-32 24423134 gmq 4425173353923
Russia, Omsk region 2011 pre-XDR/INJ SITL 7-32 2044 2 13426444251 73353923
Russia, Omsk 2011 MDR #-32 244231342644425173353[2]23
Russia, St. Petershurg 2008 MDR 1098532 2 4 4 2 13426444251 7335 .‘\mz 3
Taiwan 2010 nd 1084032 2 4 4 23[3]3 4 26444251 73353923
Russia, Omsk 2016 MDR SITL ?-32 2 4 4 2 3 34 26444251 3353823
China, Beijing 2005 MDR, polyres. SITL 1016332 2 4 4 2 342 6444251 3353923
Russia, Omsk region 2015 pre-XDR/INJ SITL 7-32 2 442 3 3 4 2 444251 3353923
Tajikistan 2010 XDR 9458-32 o 423134 24 4251 335 23
China, Inner Mongalia 2011 sens. SIT1L ?-32 2 EI;; 13426444251 33 23

Figure S2. Branch of the VNTR tree with cluster 1071-32 (Mokrousov et al., 2019). Variant

alleles (compared to 1071-32 profile) are shown by green boxes.
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14.1 Figure S3. 24-MIRU-VNTR and 1S6110-RFLP profile of the Beijing
70m4 | 1071-32-cluster.

43 On the IS6110-RFLP hybridization panel: M — molecular weight
3.6 marker Mt14323/Pvull, PO — characteristic profile of the Beijing 1071-
3.0 . .

32-cluster isolates, BO/W148 - Beijing BO/W148 isolate.
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