
Supplementary Figure 1. Rarefaction curves. Only samples with <15K reads are shown
for clarity. The rest of samples, which had more than 15K reads per sample, presented
similar rarefaction curves.
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Supplementary Figure 2. Shannon (A) and richness (B) indices vs. number of samples
for each region. There is not a significant association between the number of
individuals recruited and the average alpha diversity measures obtained for each
region.
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Supplementary Figure 3. Richness (observed ASVs) vs. age considering
the whole cohort (A) (linear model “lm” used as smoothing method) or
separating by sex (B) (local polynomial regression fitting model “loess”
used as smoothing method). Rho and p-values resulting from Spearman
correlation are shown. Black = both females and males; Red = females;
Blue = males.
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