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Supplementary tables 

Table S1. PERMANOVA of beta-dispersion for bacterial and fungal diversity in Bangladeshi yogurt of different brands and tastes. 

	Bacteria
	
	Fungi

	Yogurt brands
	Ppermanova -value
	
	Yogurt brands
	Ppermanova -value

	Brand 2, Brand 5
	6e-06***
	
	Brand 3, Brand 6
	1e-05***

	Brand 2, Brand 7
	1e-05***
	
	Brand 3, Brand 5
	3e-05***

	Brand 2, Brand 6
	8e-05***
	
	Brand 2, Brand 3
	3e-05***

	Brand 3, Brand 5
	1e-03***
	
	Brand 3, Brand 7
	1e-04***

	Brand 3, Brand 7
	2e-03**
	
	Brand 2, Brand 4
	6e-03**

	Brand 2, Brand 4
	2e-03**
	
	Brand 4, Brand 6
	7e-03**

	Brand 4, Brand 5
	2e-03**
	
	Brand 4, Brand 5
	1e-02*

	Brand 3, Brand 6
	4e-03**
	
	Brand 4, Brand 7
	3e-02*

	Brand 4, Brand 7
	5e-03**
	
	Brand 1, Brand 2
	3e-02*

	Brand 4, Brand 6
	2e-02*
	
	Brand 1, Brand 6
	3e-02*

	
	
	
	
	

	Yogurt tastes
	Ppermanova -value 
	
	Yogurt tastes 
	Ppermanova -value

	Sweet – Sour 
	0.016
	
	Sweet – Sour
	0.013


Significance levels of Ppermanova -values are depicted as P < 0.01 = *, P < 0.001 = ** 
and P < 0.0001 = ***.













Table S2. Taxonomic distribution of bacteria and fungi in yogurt of different tastes, source variety and brands.
	
Taxonomic rank
	
	Taste and source variety of yogurt

	
	
	Sweet yogurt cow
	Sour yogurt cow
	Sour yogurt buffalo

	Bacteria
	
	
	
	

	Phyla (n=11)
	
	10
	10
	9

	Order (n=30)
	
	24
	25
	21

	Genus (n=76)
	
	57
	61
	51

	Fungi
	
	
	
	

	Phyla (n=5)
	
	5
	4
	3

	Order (n=28)
	
	23
	24
	14

	Genus (n=70)
	
	43
	54
	25
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Fig. S1. Relative abundance of microbial communities at phyla level in yogurt of different brands and taste varieties: (A) bacteria and (B) fungi. Each stacked bar plot represents the abundance of microbial phylum in sample of the corresponding variety. Those who are not phylogenetically assigned to any phylum are left ‘unclassified’. 
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Fig. S2. Location of sampling sites in the seven distinct regions of Bangladesh. The red circle comprises the yogurt sampling sites represented in different color codes. The Figure is generated using Google Map i.e., districts map of Bangladesh (http://1.bp.blogspot.com/d5tHPRb1hz0/UNyc9ljbIvI/AAAAAAAAACM/eo8Pvw44Hk8/s1600/BangladeshDistrictsMap.JPG) following the Attribution Guidelines for Google Maps (<http://www.google.com/permissions/geoguidelines/attr-guide.html>) and Microsoft PowerPoint.
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