Supplementary Table S1: Thirty-seven parsimony informative sites in 455 base pair of the mitochondrial cytochrome c oxidase subunit II (COX2) gene of Callithix aurita (HCa), C. jacchus (HCj and Callitrix penicillata (HCp1, 2 and 3) haplotypes. Diagnostic sites are marked*.
	Nucleotide Site
	HCa
	HCj
	HCp1
	HCp2
	HCp3

	2
	C
	T
	C
	C
	T

	5
	T*
	C
	C
	C
	C

	9
	T
	C*
	T
	T
	T

	32
	T
	C
	T
	C
	C

	38
	T*
	C
	C
	C
	C

	56
	A
	A
	A
	G*
	A

	64
	C
	C
	C
	T*
	C

	80
	A*
	G
	G
	G
	G

	101
	A*
	G
	G
	G
	G

	110
	C*
	T
	T
	T
	T

	134
	T
	T
	T
	C*
	C

	158
	T*
	C
	C
	C
	C

	194
	C*
	T
	T
	T
	T

	197
	T
	A
	A
	A
	T

	200
	T*
	C
	C
	C
	C

	212
	T*
	C
	C
	C
	C

	224
	A
	A
	G*
	A
	A

	233
	C
	T
	C
	T
	C

	269
	T*
	C
	C
	C
	C

	272
	T*
	C
	C
	C
	C

	275
	T*
	C
	C
	C
	C

	290
	T*
	C
	C
	C
	C

	296
	T
	T
	T
	C*
	T

	299
	G
	A
	A
	A
	G

	305
	G
	G
	G
	G
	A*

	314
	G*
	A
	A
	A
	A

	341
	C
	C
	C
	C
	T*

	350
	A*
	G
	G
	G
	G

	356
	T*
	A
	A
	A
	A

	366
	A*
	G
	G
	G
	G

	383
	G*
	A
	A
	A
	A

	386
	T*
	C
	C
	C
	C

	407
	G*
	A
	A
	A
	A

	410
	C*
	T
	T
	T
	T

	426
	A
	A
	A
	A
	G*

	428
	A*
	C
	C
	C
	C

	437
	C
	C
	T*
	C
	C



