
Supplementary Table 1. Clinical characteristics of the study population 

GA, gestational age; AMA, advanced maternal age; BMI, body mass index; PPROM, preterm 

premature rupture of membranes 

In sample names, the prefix P is used for preterm birth and N for normal term birth. 

Sample 
Age  

(years) 

GA at 

amniocentesis 

(weeks) 

Indication of 

amniocentesis 

GA at 

delivery 

(weeks) 

Pre-pregnancy 

BMI (kg/m2) 
PPROM Smoking 

P1 39 16+3 AMA 35+0 26.7 Yes No 

P2 37 17+2 AMA 35+4 25.5 Yes No 

P3 33 16+5 

Positive screening 

test for Down 

syndrome 

36+6 20.4 No No 

P4 35 17+3 

Positive screening 

test for Down 

syndrome 

36+3 18.9 No No 

P5 32 18+4 

Positive screening 

test for Down 

syndrome 

36+4 22.7 No No 

N1 31 16+2 

Positive screening 

test for Down 

syndrome 

40+4 22.4 - No 

N2 35 17+2 

Positive screening 

test for Down 

syndrome 

40+1 16.9 - No 

N3 39 16+0 AMA 40+5 20.8 - No 

N4 41 18+2 AMA 40+0 18.4 - No 

N5 39 17+4 

Positive screening 

test for Down 

syndrome 

40+0 19.8 - No 



 Supplementary Table 2. The candidate gene markers for the preterm birth



Supplementary Table 3. Validation data of selected differentially expressed genes by qRT-PCR  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Preterm Term Preterm Term Preterm Term

21 40 21 40 21 40

1.777 1.416 1.98 1.36 1.91 1.435

1.699 1.193 1.696 1.044 1.819 1.223

0.2622 0.1333 0.2617 0.1167 0.2807 0.1367

1.247 to 2.306 1.150 - 1.681 1.451 to 2.508 1.128 to 1.592 1.343 to 2.477 1.163 to 1.707

two-tailed

one-tailed

Preterm Term Preterm Term Preterm Term

21 40 21 40 21 40

1.941 1.394 1.963 1.391 2.079 1.437

1.778 1.157 1.868 1.13 1.801 1.287

0.2743 0.1293 0.2883 0.1264 0.2778 0.1449

1.387 to 2.495 1.137 to 1.652 1.380 to 2.545 1.139 to 1.642 1.518 to 2.640 1.148 to 1.725

two-tailed

one-tailed

Std. Error

Std. Error

0.175

0.0873

0.0889

n

Mean

Std. Deviation

ZNF572

0.0252*

0.0126*

TCF15

LOC105374432

0.0444*

0.0373*

0.0187*

95% CI

unpaired

t-test

RDH14

0.014*

0.007**

SERPINA12VOPP1

0.0425*

0.0213*

Std. Deviation

95% CI

unpaired

t-test

Mean

n



Supplementary Table 4. Primer sequences for Quantitative Real-Time Polymerase Chain Reaction 

 

 

 

Marker name Gene bank 

PCR 

product 

size 

Forward sequence Reverse sequence 

RDH14 NC_000002.12 70bp TCTTCTGAACAAATGCCCTCTGA TCCGTTGAGATTGAGGTAGAAGAGT 

SERPINA12 NC_000014.9 70bp TCCATCTTCAGCTCAGCCTTGT AGGAGCTTGGCAGACCTTGA 

VOPP1 NC_000007.14 70bp GAGTCTACGGGCCACGATTTAG CACAGCGACCACCTGTTGTT 

ZNF572 NC_000008.11 77bp ATTCAGCAGCAGCTCTCACCTTA CGCAGACAGAACATTCATATGGTT 

TCF15 NC_000020.11 70bp AGGTGATCCCATCTCTGATGCT CCTTCAGGCAGGTAGTTTTTCTG 

LOC105374432 NC_000004.12 80bp CTCGTCTGTTCTCATGCTGCTAA TGTGAGTCCATTAAACCTCTTTCCT 

GAPDH NM_001256799 292bp CCTGACCTGCCGTCTAGAAA GGTGGTCCAGGGGTCTTACT 


