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Fig.S1 OD450 values for 160 samples are listed in descending order, with cutoff values for prediction shown by the 
horizontal lines. Points below the line were identified as negative, and above the line as positive. Yellow triangles 
indicate culture-positive samples, black dots indicate culture-negative samples. Eleven samples were rerun on ELISA 
assuming misidentification was due to technical error (Left panel).  These all got corrected after reanalysis (Right 
panel). 
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Fig. S2A and S2B. OD450 values for CS35 and CSCH9-08 in each of the smear categories for 
combined 160 urine samples. Red points in the smear grade +++ category was excluded when 
calculating the OH statistic. Eleven samples were retested. Blue circles show the original values; 
arrows point to the triangles showing the retested values. Red squares show the median for each 
category; pink squares are the median after samples were retested. 
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Fig. S2C. OD450 values for ELISA tests using the two antibodies are shown with the CS35 
antibody on the x-axis, and the CHCS9-08 antibody on the y-axis. A regression line is shown in 
blue; the coefficient of determination was 0.74. Exclusion of three influential samples resulted in 
R2 = 0.65.” 
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Supporting info fig S3-S10 

 

Fig S3: The TBSA GC/MS chromatograms of TB-Culture-Neg Samples UP51-UP60. Peaks appear to be 
missing at the respective retention times shown with Standard TBSA (First, ninth and twelfth panels). 
Consequently, these samples were designated as TBSA-LAM Negative. 
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Fig S4: The D-Arabinose GC/MS chromatograms of TB-Culture-Neg Samples UP51-UP60. Peaks appear to be missing or noise-like at the 
respective retention times shown with internal standard of UP 53 (third panel). Consequently, these samples were designated as D-Ara-LAM 
Negative. 
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Fig S5: The D-Arabinose GC/MS chromatograms of TB-Culture-Neg Samples UP144-146, UP148, UP 150, UP152, UP154, UP 156, UP 158 and 
UP160. Peaks appear to be missing or noise-like at the respective retention times shown with internal standard of UP150 (bottom panel left) and 
UP160 (Bottom panel right). Consequently, these samples were designated as D-Ara-LAM Negative. 
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Fig S6: The TBSA GC/MS chromatograms of TB-Culture-Neg Samples UP144-146, UP148, UP 150, UP152, UP154, UP 156, UP 158 and UP160. 
Peaks appear to be missing or noise-like at the respective retention times shown with Standard TBSA (First panel). Consequently, these samples 
were designated as TBSA-LAM Negative. 
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Fig S7: The TBSA GC/MS chromatograms of TB-Culture-positive Samples UP141-143, UP147, UP 149, UP151, UP153, UP 155, UP 157 and UP159. 
Peaks appear to be nicely aligned at the respective retention times shown with Standard TBSA (First panel). Consequently, these samples were 
designated as TBSA-LAM positive. 
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Fig S8: The D-Arabinose GC/MS chromatograms of TB-Culture-Positive Samples UP141-143, UP147, UP 149, UP151, UP153, UP 155, UP 157 and 
UP159. Peaks appear to be nicely aligned (except UP147, bottom panel) at the respective retention times shown with internal Standard 13C5-D-
Ara (Second panel (IS UP141) and eighth panel (IS UP153)). Consequently, these samples were designated as D-Ara-LAM positive (UP147 was 
designated as not detected). 
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Fig S9: The TBSA GC/MS chromatograms of TB-Culture-positive Samples UP61-70. Peaks appear to be nicely aligned at the respective retention 
times shown with Standard TBSA (First panel). Consequently, these samples were designated as TBSA-LAM positive. 
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Fig S10: The D-Arabinose GC/MS chromatograms of TB-Culture-Positive Samples UP61-70. Peaks appear to be nicely aligned at the respective 
retention times shown with internal Standard 13C5-D-Ara (Second panel Left (IS UP61) and second panel right (IS UP66)). Consequently, these 
samples were designated as D-Ara-LAM positive. 
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Fig S11: Urinary LAM was spiked with 50 ng CDC1551 LAM. Subsequent octyl-sepharose column 

chromatography and D-Arabinose analysis by GC/MS detected 39.2 ng. Isotopically labeled 13C5-D-

Arabinose (200 ng) was used as the internal standard to detect natural 12C5-D-Arabinose before chemical 

derivatization and GC/MS analysis. Calculations are shown on the right. 

 

 
Fig S12: Detection of TBSA and D-Arabinose for sample UP 81 as a representative. Respective internal 

standards (10 ng each) were used for each assay. Any loss during the process is not accounted for. 
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Fig S13: Detection of TBSA and D-Arabinose for sample UP 3 as a representative. Respective internal 

standards (20 ng D2-Palmitic acid for TBSA and 100 ng 13C5-D-Arabinose for D-Arabinose assays) 

were used for each assay. Any loss during the process is not accounted for. 

 

 


