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Fig. S1. Active JIA shows Gain of CTCF Binding at PIK3AP1-LCOR Locus 

A)  Screenshot showing a gain of CTCF binding event on chromosome 10, in the 

PIK3AP1-LCOR locus.  B)  Individual CTCF binding profiles at the locus, labeled by 

group and Sanger sequencing confirmed genotype (See Methods).  C)  Expression of 

differentially expressed genes, PIK3AP1 and LCOR, connected to Gain of Binding site 

across conditions. 

 

 

Fig. S2. Active JIA shows Loss of CTCF Binding at RNF135 Locus 

A) Screenshot showing a loss of CTCF binding event on chromosome 17 near the 

RNF135 promoter. B)  Individual CTCF binding profiles at the locus, labeled by group 

and Sanger sequencing confirmed genotype (See Methods).  C)  Expression of 

differentially expressed gene, RAB11FIP4, connected to Loss of Binding site across 

conditions. 

 

 

	


