Supplementary Figure 9

Expression means versus log2 fold changes (log2FC) for the adult cortex showing cytosolic and
nuclear expression differences for protein-coding, INcRNA, snoRNA genes and snRNAs.

Left panel shows where U6 falls on the MA-plot. MALAT, XIST and NEAT1 are also marked for
comparison. The right panel shows the fold change distribution for genes in each of four biotypes,
including snRNA (green).
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