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Figure S1. Agarose gel electrophoresis. (a) DNA extracted from Bacillus sp. TK-2. M(Marker):
(DL15000: 15000, 8000, 5000, 3000, 2000, 1500, 1000, 750bp), 1: TK-2. (b) PCR product
of 16S rDNA of Bacillus sp. TK-2. M(Marker): (DL2000: 2000, 1000, 750, 500, 250, 100bp),
2: TK-2.



1 tgcagtcgag cgaatggatt aagagcttgce tcttatgaag ttagcggcgg acgggtgagt

61 aacacgtggg taacctgccc ataagactgg gataactccg ggaaaccggg gctaataccg
121 gataacattt tgaactgcat ggttcgaaat tgaaaggcgg cttcggctgt cacttatgga
181 tggacccgeg tcgeattage tagttggtga ggtaacggct caccaaggca acgatgcgta
241 gcegacctga gagggtgatc ggccacactg ggactgagac acggeccaga ctcctacggg
301 aggcagcagt agggaatctt ccgcaatgga cgaaagtctg acggagcaac gccgegtgag
361 tgatgaaggc tttcgggtcg taaaactctg ttgttaggga agaacaagtg ctagttgaat
421 aagctggeac cttgacggta cctaaccaga aagccacggc taactacgtg ccagcagecg
481 cggtaatacg taggtggcaa gcgttatccg gaattattgg gcgtaaagcg cgcgcaggtg
541 gtttcttaag tctgatgtga aagcccacgg ctcaaccgtg gagggtcatt ggaaactggg
601 agacttgagt gcagaagagg aaagtggaat tccatgtgta gcggtgaaat gcgtagagat
661 atggaggaac accagtggcg aaggcgactt tctggtctgt aactgacact gaggcgegaa
721 agcgtgggga gcaaacagga ttagataccc tggtagtcca cgcegtaaac gatgagtgcet
781 aagtgttaga gggtttccge cctttagtgce tgaagttaac gcattaagca ctccgectgg
841 ggagtacggc cgcaaggctg aaactcaaag gaattgacgg gggceccgeac aageggtgga
901 gcatgtggtt taattcgaag caacgcgaag aaccttacca ggtcttgaca tcctctgaaa
961 accctagaga tagggcttct ccttcgggag cagagtgaca ggtggtgceat ggttgtcgtc
1021 agctcgtgte gtgagatgtt gggttaagtc ccgcaacgag cgcaaccctt gatcttagtt
1081 gccatcatta agttgggcac tctaaggtga ctgccggtga caaaccggag gaaggtgggg
1141 atgacgtcaa atcatcatge cccttatgac ctgggctaca cacgtgctac aatggacggt
1201 acaaagagct gcaagaccgc gaggtggagc taatctcata aaaccgttct cagttcggat
1261 tgtaggctgc aactcgecta catgaagctg gaatcgctag taatcgegga tcageatgec
1321 geggtgaata cgttcccggg ccttgtacac accgeccgte acaccacgag agtttgtaac
1381 acccgaagtc ggtggggtaa cctttt

Figure S2. Nucleotide sequence of 16S rDNA from Bacillus sp. TK-2.



