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Supplemental Figure S1. Generation and characterization of CRISPR-Cas targeted rspo3 allele in zebrafish. A) Guided RNA target is designed in rspo3 exon 2 at the indicated sequence (red) for CRISPR-Cas mediated gene editing. Microsatellite genotyping presenting the wild-type allele with peak size=356 bp. B) Frame shift mutation is generated with -20 base pair deletion.
Microsatellite genotyping presenting the mutant allele with peak size = 336 bp. C) Characterization of rspo3-/- and rspo3+/- by RT-qPCR at 6 hpf. The mRNA levels are significantly reduced in rspo3-/-, likely consequence of mRNA nonsense mediated decay. *p ≤
0.05. rspo3 mRNA is reduced in rspo3-/- compared to wild-type. However, rspo3 mRNA levels are not statistically significant between rspo3+/- and wild-type. RFU: Relative fluorescence units.
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