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Supplementary Table S1. GPS coordinates for collection sites.

Longhouse Site code GPS coordination
Bl 1°26'28"N 111°39'04"E
B2 1°26'46"N 111°39'11"E
Bungkang B3 Could not be obtained
B4 Could not be obtained
SM Could not be obtained
Kampung Pelikoi KP1 1°35'31"N 111°39'09"E
KP2 1°35'02"N 111°39'07"E
Nanga Buai NB1 1°26'15"N 111°37'04"E
NK1 1°27'21"N 111°38'03"E
Nanga Keron NK2 1°27'30"N 111°38'11"E
NK3 1°27'19"N 111°38'15"E
RL1 1°33'14"N 111°44'48"E
Rantau Layang RL2 1°32'40"N 111°44'30"E

RL3

1°33'9"N 111° 44"'13"E




Supplementary Table S2. Plasmodium SSUrDNA sequences and their GenBank accession numbers.

Species/Sample ID Isoform GenBank Acc No. References
S AB287269
P. gonderi A AB287270
A AB287271
. S AB287272
P. fragile A AB287273
P. coatneyi > AB265789
A AB265791
P inui S AB287275
A AB287276 1
S AB287278
P. hylobati A AB287279
A AB287280
S S AB287281
P. fieldi A AB287284
imioval S AB287285
P. simiovale A AB237286
lai S AB287288
P. cynomolgi A AB287289
A DQ641519
A DQ641521
P. knowlesi S DQ350255
Z Bg:ig;gg Unpublished
A F1619074
P.sp A F1619077
A FJ619087
A u83877 Unpublished
P. vivax A U07367 2
S u07368
A u03079 3
. A M19172 .
P. falciparum S M19173
B0O870A9 - MN535325
B1056A1 - MN535326
B1056A5 - MN535327
B1056A10 - MN535328
B1056A20 - MN535329
B1056A23 - MN535330
B1056A25 - MN535331
B1056A31 - MN535332
B1056A35 - MN535333
B1056A38 - MN535334 Present study
B1057A25 - MN535335
B1057A33 - MN535336
B1388A2 - MN535337
B1388A15 - MN535338
B1388A18 - MN535339
B1388A20 - MN535340
B1388A22 - MN535341
B1388B1 - MN535342
B1388B2 - MN535343
B1388B3 - MN535344




B1388B8 MN535345
B1444A1 MN535346
B1444B1 MN535347
B1444B2 MN535348
B1991A14 MN535351
B1991A19 MN535352
B2000A4 MN535353
B2000A10 MN535354
B2000A22 MN535355
B2000A37 MN535356
B2000A39 MN535357
B0362A91 MN535358
B0362B34 MN535359
B0362C1 MN535360
B0841B4 MN535361
BO870A7 MN535362
B1056A11 MN535363
B1056A15 MN535364
B1056A17 MN535365
B1056A24 MN535366
B1056A33 MN535367
B1056A36 MN535368
B1056B1 MN535369
B1170A1 MN535370
B1283A23 MN535371
B1283B11 MN535372
B1999A9 MN535373
B1999A10 MN535374
B2000A26 MN535375
B2000A36 MN535376
B2000A40 MN535377
B2000B10 MN535378
B2000B29 MN535379




Supplementary Table S3. CO1 sequences of Anopheles mosquitoes and their GenBank accession numbers.

Species Group Species/Sample ID GenBank Acc. No Geographic distribution in Malaysia Reference

MG002550.1

MG002551.1

MG002552.1

MG002553.1

An. introlatus MG002554.1 Hulu Selangor, Selangor

MG002555.1

MG002556.1

MG002559.1

Leucosphyrus MG002560.1

MG002561.1

An. latens MG002562.1 Tawau, Sabah

MG002563.1

MG002564.1

MG002565.1
B0362 MN520354
B1056 MN520355

212% mmiigzig Betong, Sarawak Present study
B1283 MN520358
B1444 MN520359
An. letifer ii:gigz: Singapore 5
B0859 MN520365
B0861 MN520367
B0863 MN520368
B0864 MN520369
B0870 MN520370
B0871 MN520371
B0877 MN520372
B0911 MN520373
B0912 MN520374
B0916 MN520375
B0917 MN520376
B1135 MN520377
B1286 MN520378
Umbrosus B1352 MN520379
B1388 MN520380 Betong, Sarawak Present study

B1446 MN520381
B1882 MN520382
B1883 MN520383
B1902 MN520384
B1903 MN520385
B1976 MN520386
B1980 MN520387
B1981 MN520388
B1991 MN520389
B1996 MN520390
B1998 MN520391
B1999 MN520392
B2000 MN520393
B2173 MN520394
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